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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 26454 DD703 RS03630 WP 012764353.1 MASRGVNKVILLGHLGQDPEVRYMPNGGAVANITLATSESWRDKQTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSG.............GAPYEEGYGQSQEAYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSG.............GAPYDEGYGQSQEAYQRPAQQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFG..GNQGSGWNQAPA.QTNYNQGGYSDNYAQNNNFNG 151
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFG..GNQGGWGNSAPAPQQSYNQGNSGYGYDQTASRPA 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN.....VPAQQGSWGQPQQ...PAKQHQPM. 151
NTDB id 26454 DD703 RS03630 WP 012764353.1 EGQLQTRKWQDQSGQDRYTTEIVVN.VGGTMQMIGGRAG.GAAPAGGGMGNNNTGGNPQQGGWGQPQQ...PAA..SFS. 152
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQG.GGAPAGGNIG.....GGQPQGGWGQPQQ...PQGGNQFS. 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GN......ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 .........QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........QQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 26454 DD703 RS03630 WP 012764353.1 GG......AQAPRPQS.APMPGNEPPMDFDDDIPF 180
NTDB id 1447 BW25113 RS21080 WP 000168305.1 GG......AQSRPQQSAPAAPSNEPPMDFDDDIPF 178
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