
logo MRKTANGTGRHIRLL IRKVLDLFFPRYCPVCDSLLAETE IGVCPRCMVRMPRYI EGMQYGLDRLNGDVYIDALYGSLF I FK
NTDB id 264492 CF001 RS11395 WP 012457382.1 MRKTANGTGRHIRLLIRKVLDLFFPRYCPVCDSLLAETEIGVCPRCMVRMPRYIEGMQYGLDRLNGDVYIDALYGLFIFK 80
NTDB id 1423 PG RS00735 WP 005875257.1 MRKTANGTGRHIRLLIRKVLDLFFPRYCPVCDSLLAETEIGVCPRCMVRMPRYIEGMQYGLDRLNGDVYIDALYSLFIFK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo EDGGVRPMIHALKYGGYSE IGEMLGRMAGRSYPFLSKDYDL IVPVPLHPRKQRKRGYNQALL IAQGLSRVTGIPVQEGLR
NTDB id 264492 CF001 RS11395 WP 012457382.1 EDGGVRPMIHALKYGGYSEIGEMLGRMAGRSYPFLSKDYDLIVPVPLHPRKQRKRGYNQALLIAQGLSRVTGIPVQEGLR 160
NTDB id 1423 PG RS00735 WP 005875257.1 EDGGVRPMIHALKYGGYSEIGEMLGRMAGRSYPFLSKDYDLIVPVPLHPRKQRKRGYNQALLIAQGLSRVTGIPVQEGLR 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RKVYTDSQTGQSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWS
NTDB id 264492 CF001 RS11395 WP 012457382.1 RKVYTDSQTGQSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWS 240
NTDB id 1423 PG RS00735 WP 005875257.1 RKVYTDSQTGQSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWS 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HYSDER
NTDB id 264492 CF001 RS11395 WP 012457382.1 HYSDER 246
NTDB id 1423 PG RS00735 WP 005875257.1 HYSDER 246
consensus !!!!!!
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