
logo ML
INRVVLTVGRLTKRDPVEDLRYTPQSGNSGAAVGATFSTMLAVDNRQRTFTNAQNQSGDEREADFVI SNCVTIWRRKQSAENVFANFFLTHKKGSLAVGI
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E
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LQTRNYENQ
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 26448 LVIS RS11580 WP 011666823.1 MINRVVLTGRLTRDVDLRYTQGGAAVATFTLAVDRRFTNQQGEREADFVSCVIWRKSAENFANFFHKGSLVGIEGRIQTRNYENQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
consensus !*!!!!!*!!!!*!**!!!! !!!!*!!**!!*! !!!**!*!!!!!**!!*!!**!!!*!!! *!!!!*!**!!*!!!!!!!!

logo QGQRVFYVTEVQVAVDESNVFQSLFLESPKRNSTGRTGNTGENQSGNRGQSGDGNGAYSNEGQGNSMSGNFGNNASNPQNSNQNQNANGPQSQYFQTGSGFGNPQTASNPADQANPFSGQGMNAQPNSGNQSTNGNQNQRANRNPSANQGANSNFNTANQDAD
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSG.GYNEGNSGG..........GQYFGGGQ.NDNPFGGNQ....NNQRRNQGNSFNDD 154
NTDB id 26448 LVIS RS11580 WP 011666823.1 QGQRVYVTEVVVENFSFLEPRSRNENNGGGNYNGGSMNNNAPQNQNQNANPYTSGNPAPAAPSQGMAPNSGSNNQNSNANNNAAD 170
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NFNSNQSN....GSQQSGFTSPQ...........QTGNAPAANNTQAD 152
consensus !!!!!*!!!!*******!!*** ** ! *** * * * * * * * *! * * * **** **!* **!

logo PFANDNSGDKQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 26448 LVIS RS11580 WP 011666823.1 PFANSGDSIDISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
consensus !!!! ! !!!!!!!!!!
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