
logo MKRNQHKSGVI FLIASR I
R
Q
F
L
G
I
S
L
M
I
A
G
T
A
L
I
L
V
S
A
Y
I
A
S
A
L
M
I
F
S
M
L
M
A
Q
V
P
A
Y
A
L
S
K
L
A
A
D
Q
A
N
V
A
D
S
I
M
L
E
I
T
K
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
M
QFDSNEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
T
L
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGDQMNQGQKI

L
A
G
K
P

SDKT
Q
S
K
L
K
N
T

K
R
I
P
E
S
T

I
L
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 26440 PA14 RS27185 WP 003141780.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..TKNREL 81
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..TKNREL 81
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..KSLIPV 82
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..QSKISV 82
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..QSKISV 82
consensus !* ** * ** *** * *** ** * ** ***********! ** ! ** ***! !**!!* ** * ** ***

logo

T
A
Q
S

L
V
T
N
G
N
S
E
L
T
A
H
R
SS IYVNTDI

V
S
T
V
A
E
S
A
V
D
G
K
D
K
Q
DRASTVRVALVTI ILVENLDTKRTDTALSSVGASFYSTGTSRTVAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVLVIGNGSNI

A
K
S

P
S
Q
S
A
N
T

T
D
G
S

L
N
A
T
F
K
S

E
V
A
NSATAPVKASPVALAPTAVSYSAKVAEQSPVFI IKPTKNPQVYPVNPAPQAQGKPHRQAEGVIGKRSRNI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS.............KEVFITNQVVNAKHEIKRI 155
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS.............KEVFITNQVVNAKHEIKRI 155
NTDB id 26440 PA14 RS27185 WP 003141780.1 SVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASPAPASYAQPIKPKPYVPAGRAIRNI 166
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPAGRAIRNI 166
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....P.....VAT..SA.......PAPQQGIGNI 148
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....P.....LPV..VS........AQPQGVSNI 147
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....P.....LPV..VS........AQPQGVSNI 147
consensus ** !* ** *!*!****! *******!* * **** * * * * * ****!

logo

G
DFRQGR I

G
A
S
E
Q
K
Q
G
G
EGNRLVLVVIDVLQLSGDPSTGTNI

L
T
S
P
I
P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVI

L
V
D
N
R
T
F
P
A
I
L

K
N
G
I
TQKLIPDLTANHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINTDSMAQSYAQNEQDKSGSDGKNKRVTVGRSVMI STI ELQPSTKSGDLSYDGEHYFLMAVY

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 26440 PA14 RS27185 WP 003141780.1 DFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVY 251
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVY 251
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAY 233
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAY 232
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAY 232
consensus *!*******! !**!**** ***!****! **** ** ***! ! *!*** !!**!!* * * ** * **! **! !****!

logo Q
T
V
A
D
N
E
K
N
Q
R
K
F
L
M
TI
V
D
S
I
V
L
F
KRPLMPQTATDNKEVDENAI EVRLQRTNARSSLKLYKNDKKTNFPQAVNFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTNDGLINLMVTVAASDKTSVQGDNITLHRLNQKNDI

VPWDQALDLIVI LTK
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILT 325
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILT 325
NTDB id 26440 PA14 RS27185 WP 003141780.1 QTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLK 336
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLK 336
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILK 317
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILK 316
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILK 316
consensus ! ************ ** * * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!*!!!*!***!!!!!!!**!*



logo TQKNGLDKRKRKLNGNVLMIWLVIDATPAKVSDASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

V
Q
K
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEYL I LQI
V
L
K
NYAKAGADI EMAGVKLFIKQTDSQKVGRQSTSNDNSSGEGTNQSGENLSQNHTSGGGTSTSTNGLSN

NTDB id 1284 ACE17W RS12370 WP 010946666.1 TQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQN.................... 390
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQN.................... 390
NTDB id 26440 PA14 RS27185 WP 003141780.1 TKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSSGE................. 404
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQE............... 406
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGS 393
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLN 401
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLN 401
consensus !**!!!!* !!!***** *** * !******* ** *!*!*****!***!!!!*!!* !* **

logo

A
T
T
GVEDPSLGDNSNVGEGTSKLELGNSGSDPRGKSTI STLQVDPADRTNSTLIWIAIQYNQDPTSAGQETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QLDVIQPVRKQVLMVI EAR IVREVANSTKVTDGSYFDTSQKDSEMILG I

V
K
RWGGVIASLRYSHPQKNTGGHI LTNQNSW

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...........SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS 464
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...........SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS 464
NTDB id 26440 PA14 RS27185 WP 003141780.1 ...........EKENSRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHNGNW 478
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...........GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNW 480
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQ 478
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITN 486
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITN 486
consensus **** !!*!**!*!!!******** *****!*** *!!**!*!!**!!!!!*** *****!**!!*

logo

S
G
N
G
N
S
Y
N
T
LLEVGAGKNSDNEGTLNTI

M
A
L
WGNI

L
K
R
N
D
E
E
K
P
D
EGMYDK

N
S
C
K
R

N
D
G
E
P
F
I
T
Q
T
A
P
G
Q
S
A
G

G
C
N
Y

K
V
T
F
V
Y
T
P
L
T
I
R
T
E
D
G
R
T
R
S
L
K
N
R
L
S
P
P
D
S
T
L
N
A
P
L
A
F
N
A
VPDMLTGAGVTAKSDNTTAPGATASGVSSGIGAI

L
F
A
G
F
K
L
L
I SLMNTSDDNFI ILMLDLQELSAMLQEKSAETDGNRYAGE I

L
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 G..TLEGANE.LA..........RG.TAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAEL 534
NTDB id 1257 GCO85 RS04855 WP 163621000.1 G..TLEGANE.LA..........RG.TAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAEL 534
NTDB id 26440 PA14 RS27185 WP 003141780.1 NSY....GKNGNM.GIKDKEGYNCGPFQGQCTFPTRD..NSPTPFVDMGAKDA.SSGIGIGFI.TDNIILDLQLSAMEKTGNGEV 554
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SGY....GKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEI 558
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NSNLLVGGSETTLWNLRNP...DSN.....GTYTIE...RPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEV 552
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NNNLLVGGSETTLWNLREP...KKDETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEV 564
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NNNLLVGGSETTLWNLREP...KKDETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEV 564
consensus * * ** * * *** ** * ** **** * * ***** * * *!*** * ****!!!*!!!** *! *!*

logo

V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGVEQSQE I

VPYQSETASTNSSAGAGSTATASTVTASFKDKEAAVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDATS IVPNADSFYSGPQYANQMTAQFLPLNGEVALPAPI LI INTKKN
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITK 615
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITK 615
NTDB id 26440 PA14 RS27185 WP 003141780.1 VSQPKVVTSDKETAKILKGSEIPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDFQNALNGVPPINKN 636
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKN 640
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKN 636
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKN 648
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKN 648
consensus *!*!*********!** *! **!!!****!*! ****!!*!*!!! !!!*!!!!**!**** ***!** ** *!** ****



logo

T
N
E
V
I
Q
N
A
T
K
N
I
VLVDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
S
T
M
N
N
K
A
V
S
I
Q
V
D
E
N
T
R
K
I
VPFLFGEDI

LPYVLVGI
RLFKSRNRKTRDAQTVI

V
K
T
S
E
L
D
A
R
T
D
K

N
K
E
Q
NELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
T
N
G
T
H
I
R
EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 EIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 26440 PA14 RS27185 WP 003141780.1 EVNAKILVNDGETIVIGGVFSNTQTKAVDKVPFLGDLPYLGRLFRRDTVSDTKNELLVFLTPRIMNNQAIAIGR......... 710
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus ******!!**!*!***!!** ** * * **!!*!**!**!*!!*** *** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


