logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

logo

NTDB id 26436 PA14
NTDB id 1472 PAKAF
consensus

RS24585
RS23995

RS24585
RS23995

RS24585
RS23995

RS24585
RS23995

RS24585
RS23995

RS24585
RS23995

RS24585
RS23995

WP

WP
WP

WP
WP

WP

WP
WP

WP

WP
WP

003094692.
016253893.

003094692.
016253893.

003094692.
016253893.

003094692.
016253893.

003094692.
016253893.

003094692.
016253893.

003094692.
016253893.

=

=

[EY

ERALEEG LUV SIS YRR L LA

MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT

MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVENILVALFLPPSRQLLPIFILALT]
I

DL LSS LA LYUEFSLSS TR L A

DVLMLCGLFYAGGGVPSGIGSLLVVAVATANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI
DVLMLCGLFYAGGGVPSGIGSLLVVAVATANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI
PELLLL et

OLETE AEERETVALEE L LR LD LATRACLIRIDR AUy L JOR

QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL

QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL
PELLLL e rrrrrrrrrrrrrrrrrnt

AL TAD TV SRR LD AR HLCL AU e L

NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE
NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE
PELLL L et

[ R USER .ENLL SRR CLAE RREY MRDSGLACLADICR DL

LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSWLHLQLGAGDIQTRMDPHQLNQVL
LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSILHLQLGAGDIQTRMDPHQLNQVL
{ T T T T T T T T T T T T O O O O O | | T T T T T T Y |

LR R LA B PRI HTERT L DR EYKAR

SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLE IDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR
SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLE IDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR,

e AL

NREEGGGCFRITFAHPRKLS
NREEGGGCFRITFAHPRKLS
I

530
530

85

170
170

255
255

340
340

425
425

510
510



non conserved
B similar
> 507 conserved



