
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLAVLS I ITPLTIT
NTDB id 263903 C1S76 RS14470 WP 045418528.1 ................................................MFKFYKKQKFKRLQSTLMTAFLVLSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!! !!! !!!!!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQI

V IDYFMAMAKQESTEVMGFVRSELAYASGGRFYGLVNAFQSRLDGHVDS IDEAEAREHNAQ
NTDB id 263903 C1S76 RS14470 WP 045418528.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQIIDYFAAQETEVMGFVRSELAYASGGRFYGLVNAFSRLGHDIDEARENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!*!!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!! !! * !* !!!*!!

logo

H
QRYIQTGSGDQIKTS IVLPEQSSNSYVGSERYRLLHKRYHWAYLELLKRSDFDNDI LLVDIDGNVTVYS INYKDYDNFYGTNLLTGKRYKQ

NTDB id 263903 C1S76 RS14470 WP 045418528.1 HRYIQGSGDQIKTSILPESSNYVGSERYRLLHKRYHWAYLELLKRSDFNDILLVDIDGNVTYSINKDDNYGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus *!!! !!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!! ! !!*!!!!!!!*!

logo

D
ETANLGHRTFKRLESEQDTVNSAEQRRKTVNEDFYTPVVI

VSDFDVI
QEDNGKQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKL IAEGINSRSDNPSS IM

NTDB id 263903 C1S76 RS14470 WP 045418528.1 ETALGRTFKRLSEDVSARRKVNEDYTPVVVSDFDIENGKQVAWLGAPIVQQGYLHSYAMFRLPNNGITKLIAEINRDSSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus *! !!*!!!!! ! !! !!!*!!!!*!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!! *!*
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VVDKLALASGSDKRTAEVGTYSTNRTDLGEEQI
MIAAFYAP I ENLTKRGNI

L
H
TWALVVEQLPEKEAFARVHRQ

NTDB id 263903 C1S76 RS14470 WP 045418528.1 ETLLVGSDHKPRTINTKQEDIQNSLEIVDKALASDTEVGTYSNRLGEEMIAAFAPIETRGLTWALVVQLPEKEAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!**!!* * * ! *!! !! !!!!*! !! *!!!*!!! * **!!!!! !!!!!!!!!!*!

logo LEKLFVFIAML ITAIVLVVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEATMTFINTERKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 263903 C1S76 RS14470 WP 045418528.1 LEKLFVIAMLIAIVLVVIASHYLSNFITSPLLKLTWAAEKVSAGDLDETTFNTERKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!! !

logo KQSQNEKELESNI
L
K
L
I
L IQRKQNDEELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATL IVSGANGAP IPSAASHQKYQLDI I IKSSGQRLA
NTDB id 263903 C1S76 RS14470 WP 045418528.1 KQQNEELESNIKLIQKQNEELQLADKLKDEFLATTSHELRTPLHGMVGIAETLVSGANGAIPASQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !*!!!!!*!*! *!!!!!!!! !!!!!!



logo

N
TLVDDLLDYHKMRYGASLMDIQKRCSAVDSLASSATRLVLELSGHHLLGKNKTI

LR I INQVPSAEDQLPKVAWVSADPQRLEQVLYNL IGNAIKY
NTDB id 263903 C1S76 RS14470 WP 045418528.1 NLVDDLLDYHKMRYGSMDIQKSAVSLASATRLVLELSGHLLGNKTIRIINQVPADLKAVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! !!!!!!!!!!*!!!! !!*!!!!!!* * !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SAMTVYI
VDDKQVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDASRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 263903 C1S76 RS14470 WP 045418528.1 TSEGKIVISAMVVDDQVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDASRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! *!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASEEE IAQAQATQRSLATAELRGPHFQAIPEAVLNDFSELNNPDEDQLSNSLPENEPDHGPLLLYVADDEPVNLRVLDESFLRLEGYRVHRTAI
NTDB id 263903 C1S76 RS14470 WP 045418528.1 GTTFSFTLPLASEEEIQATQSLAARGHFQIPEAN.FENNDDLSLPENPDGPLLYVADDEPVNLRVLESFLRLEGYRVRTI 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQAR.LTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!!!!!! *! *!!! !! * ! ** !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!

logo

Q
SDGHPEQTVLAEAL I EKQREKPELLVLLDIMMPGMSGYQVCESEKLREQTYDHAELP I IMLTALNSQSTDEDRVRGFEAGANDYLSTKPFNKQEL

NTDB id 263903 C1S76 RS14470 WP 045418528.1 SDGPETLALIEQEKPELLLLDIMMPGMSGYQVCSELRETYDHAELPIIMLTALSQTEDRVRGFEAGANDYLTKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! ! ! !!!!!*!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!*!!!!!!!!

logo AAR IQVAHLTASKAELMRHRI ENAKLQLEQKSELKRHQRAEMVEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRI
VRFANEAAACKRLFKRRSTLPE

NTDB id 263903 C1S76 RS14470 WP 045418528.1 AARIQAHLTASKAEMRHIENKLLESELRQRAEVEASLLETQGRLLEQLESAPEAIICLREDQRIRFANEAACKLFKRSLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!*!!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!!!*!**! ***!!!!!!!**!!*!**!

logo QLKRSNSADEEL IAPKFLNTI
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VLKRLPEQGSGLDQAVMYI FNVGGGSAVNAAR IHNLETAVEAVLSCS
NTDB id 263903 C1S76 RS14470 WP 045418528.1 QLKRSSADELIAPKFLTVKQPHYCGKIDIYIEDIRQNIEADILKLPEGSGLDVMYIFNVGGGANAARIHNLETAVEVLSC 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!!!!!!!! * !*!!!! !!*!**!*!!** !!*!*!! !!!! !!!!!!!! !!!!!!!!!!!!! !!*

logo YAFDEGDKDKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDELLMRAEVLVDEATMTHSALENYWERSVSTGEQSTKFATFAEQSGLWRVYLDRSTL
NTDB id 263903 C1S76 RS14470 WP 045418528.1 YAFDGDKDQLQKLKELGGEFTRLADKALGNKKDKQELLREVLVDTMTHALEYWESVTGETKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!! !!!!!!!!!!!!!!!!!! ! !!*!*! !!!* !!*!! !!! !*! *!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGSPERATHYI EAMQRDKLMQKRLLTSE
NTDB id 263903 C1S76 RS14470 WP 045418528.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEFILEHCKEQSPERAYIEAQRDKMQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !***!!!!!!! !!! *!! !!!!*!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


