
logo MGDKSLLVTGIDIGHHNS ILKAAVVLKPMNGDNTSYALVLGYEKELI LIVLTKAEDGR I FVTADENHNTLIDNYHQKE IVKKTLKELMRKKGELPFILFRSAHRKVAIAS IVPDSNA
NTDB id 263885 C1S76 RS12895 WP 045412016.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKERIVAENNTINHQEIVKTLKEMRKELPIRARKVAISVPDNA 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
consensus !*!*!!!!!!!!!*!*!!*!!!!*!**!!!*!!*!***** !***!*!***!*!!!*!!!**!*!!****!!!!**!!*!

logo VI SKVKLQIDESQDNLEQERSELKEFAVMVYQAFASHQSPFPVEELSLDF IVKVTDETKDSELQAMRGRSSGNTDETTSFYQVYFATKRRKEDVVDETSRLVHETAVLKQTKASGFLEKTP
NTDB id 263885 C1S76 RS12895 WP 045412016.1 VISKKLQIEQNLEESEKEFAVMQAFAHQSPFPVEELSLDFVKVDTDEQM.GGTESYQVFATRREVVESRVETLTKSGLKT 159
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQM.RGNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
consensus !!!!*!!!***!!**!*!!!!*!!!*!!!!!!!!!!!!!!*!!****** *****!!*!!***!!**!**** !*!***

logo VLMVDVQHVSHQSLLGHLIWQKLATVSAEKRARYFRPREKPNDKHWYMCLVLDIRGASYLMTNQSSSLFCTLMDFFTPEEQKGMEPLFYHKDEVFPLCGSTRQTLTEGNDSELFPSSQAVNSLHNQHDPLSVDDAILHQDTV
NTDB id 263885 C1S76 RS12895 WP 045412016.1 VLVDVHSQSLGHIWKLTAERFPEKNKHCLLDIGAMSSSFTMFTEQGELFHKEFPCGTRTTNDLSQ.....HDPLSDDIQT 234
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQ.....QDPLVDDAQV 234
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYRR.PDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPL...LHD 236
consensus !!*!!***!!*!*!*! ***********!*!!* **!!**********!*!**!*!*!** ** * **!! ****
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NTDB id 263885 C1S76 RS12895 WP 045412016.1 ATEEFNRQMVERVKRQMQLYTSFNGSQDIKGIWLSGEGAATPMLAEELSSQLALECELLNPLSLFEMKVSKRKRRAADWQ 314
NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQ 316
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NTDB id 263885 C1S76 RS12895 WP 045412016.1 HFTAAAGLAVRGIQWLGGDDAASH 338
NTDB id 1404 DSB67 RS14000 WP 010643494.1 HFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFSTAAGLALRGLAWLESEHVA.. 338
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