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NTDB id 263818 C1S74 RS03120 WP 045401325.1 MRPRVLLVEDSTSLAILYKQYVKDEPYDIFHVETGREAIQFIERSKPQLIILDLKLPDMSGEDVLDWINENEIPTSVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !!* !* * * !! *! !!!*!! ! ! ! !!*!!!*!!!!*! !!! * ! ** ***
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NTDB id 263818 C1S74 RS03120 WP 045401325.1 TAHGSVDIAVGLIQKGAEDFLEKPINADRLKTSVALHLKRA.KLENLVENIQSTFDRHNYHGFIGSSLPMQAVYKTIDAV 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV.....DNKNQNYQGFIGSSQTMQAVYRTIDSA 149
consensus !!!!!*! !! * *!! !!! !!* !!!!* *! ****!*!! ! !***** *!!*!!!!!! *!!!!!*!!!

logo ASSTKTAS IVF ITVGESGTGKEVCAEAIHARAQSDKRGRDNKPF IA INCAGAIPKRDL IMESE I
LFGHVKGAFTGAATTDERKQGAAETAVADHGGTLF

NTDB id 263818 C1S74 RS03120 WP 045401325.1 ASTTASVFIVGESGTGKEVCAEAIHRQSDRRNKPFIAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAATVAHGGTLF 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
consensus !!* !!*!! !!!!!!!!!!!!!!! ! ! !!!!!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!
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NTDB id 263818 C1S74 RS03120 WP 045401325.1 LDELCEMELEMQKKLLRFLQTGTYTPLGATKEMKVDVRIICATNRDPLTEVEEGRFREDLYYRVHVVPIDMPPLRERGSD 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
consensus !!!!!!!*!**! !!!!!*!!!!* **! *! !!!! *!!!!!!! !! !!!!!!!!!!!**!*!***!!!! !! !
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NTDB id 263818 C1S74 RS03120 WP 045401325.1 IVTLAKHFLTVYSKQDKKKFNNIDNEAQYVIKHYDWPGNVRQLQNIIRNIVVLNNEDKVTLAHLPAQLTRKPSKARTVAQ 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPI..... 384
consensus ** *! * ! !! * ! ! * ! **!*!!!!!!!!!!**!!*!!!! *!! *!!**! * * *****
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NTDB id 263818 C1S74 RS03120 WP 045401325.1 PVELTPAIVSEPSPTQSIENIATEMPMQESVIVPEPVPMSASAQVASPYFNSDGTIRPMWKVEREAIQNAIAYCDGNVLN 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .....................NR............ALPL......AHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPR 425
consensus ********************* **************!*******!** ! * ! !*! !* !! *!! !!!!**

logo AATVMYLDELVSPSTI
VYRKKLQATWENAEDKEVAKENKLEKQESR

NTDB id 263818 C1S74 RS03120 WP 045401325.1 AAVMLELSPSTVYRKKQAWEADEANLEQS. 508
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !! !**!!!!*!!! ! ! ! *
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