
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLAVLS I ITPLTIT
NTDB id 263807 C1S73 RS13990 WP 038865845.1 ................................................MFKFYKKQKFKRLQSTLMTAFLVLSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!! !!! !!!!!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQI

V IDYFMAMAKQESTEVMGFVRSELAYASGGRFYGLVNAFQSRLDGHVDS IDEAEAREHNAQ
NTDB id 263807 C1S73 RS13990 WP 038865845.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQIIDYFAAQETEVMGFVRSELAYASGGRFYGLVNAFSRLGHDIDEARENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!*!!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!! !! * !* !!!*!!

logo QRYIQTGSGDQIKTS IVLPEQSSNSYVGSERYRLLHKRYHWAYLELLKRSDFDNDI LLVDIDGNVTVYS INYKDYDNFYGTNLLTGKSYKQ
NTDB id 263807 C1S73 RS13990 WP 038865845.1 QRYIQGSGDQIKTSILPESSNYVGSERYRLLHKRYHWAYLELLKRSDFNDILLVDIDGNVTYSINKDDNYGTNLLTGSYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!! ! !!*!!!!!!! !

logo DSTANLGHRTFKRLESEQDTVNAEQRRKTVNEDFYTPVVFI SDFEVI
QEDNGKQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKL IAEGINSRSDNPSS IM

NTDB id 263807 C1S73 RS13990 WP 038865845.1 DSALGRTFKRLSEDVNARRKVNEDYTPVVFSDFEIENGKQVAWLGAPIVQQGYLHSYAMFRLPNNGITKLIAEINRDSSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !* !!*!!!!! !! !! !!!*!!!! !!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!! *!*
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NTDB id 263807 C1S73 RS13990 WP 038865845.1 ETLLVGSDHKPRTINTKQDNIQNSLEIIDKALAGETEVGTYSNRLGEEMIAAFAPIETRGLTWALVVQLPEKEAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!**!!* * * ! **! !! ! !!!!*! !! *!!!*!!! * **!!!!! !!!!!!!!!!*!

logo LEKLFVFIAML ITAIVLVVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEATMTFINTEQRKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 263807 C1S73 RS13990 WP 038865845.1 LEKLFVIAMLIAIVLVVIASHYLSNFITSPLLKLTWAAEKVSAGDLDETTFNTQRKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !! !!!!!!!!!*!!!!!!!!!!!!! !

logo KQSQNEKELESNI
L
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L
I
L IQRKQNDEELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATL IVSGANGAP IPSASASHQKYQLDI I IKSSGQRLA
NTDB id 263807 C1S73 RS13990 WP 038865845.1 KQQNEELESNIKLIQKQNEELQLADKLKDEFLATTSHELRTPLHGMVGIAETLVSGANGAIPSSQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !*!!!!!*!* *!!!!!!!! !!!!!!
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N
TLVDDLLDYHKMRYGASLMDIQKRCSAVDSLASSATRLVLELSGHHLLGKNKTI

LR I INQVPSAEDQLPKVAWVSADPQRI
LEQVLYNL IGNAIKY

NTDB id 263807 C1S73 RS13990 WP 038865845.1 NLVDDLLDYHKMRYGSMDIQKSAVSLASATRLVLELSGHLLGNKTIRIINQVPADLKAVSADPQRIEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! !!!!!!!!!!*!!!! !!*!!!!!!* * !!!!!!!*!!!!!!!!!!!!!!

logo TSEGKIV I SANTVYI
VDDKQVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDASRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 263807 C1S73 RS13990 WP 038865845.1 TSEGKIVISANVVDDQVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDASRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! *!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASTEEE IAKAQATQRTLATAELRGPHFQAIPEAVLNDLSELNPTDEDQLSNSLPENEPDHGPLLLYVADDEPVNLRVLDESFLRLEGYRVHRTAI
NTDB id 263807 C1S73 RS13990 WP 038865845.1 GTTFSFTLPLATEEEIKATQTLAARGHFQIPEAN.LENTDDLSLPENPDGPLLYVADDEPVNLRVLESFLRLEGYRVRTI 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQAR.LTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!*!!!! *! *!!! !! * ! ** !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!
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Q
SDGHPDQTVLAEAL I EKQREKPELLVLLDIMMPGMSGYQVCESEKLRNQTYDHAELP I IMLTALNSQSTDEDRVRGFEAGANDYLSKPFNKQEL

NTDB id 263807 C1S73 RS13990 WP 038865845.1 SDGPDTLALIEQEKPELLLLDIMMPGMSGYQVCSELRNTYDHAELPIIMLTALSQTEDRVRGFEAGANDYLSKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! ! ! !!!!!*!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IQVAHLTASKAELMRHRI
MENAKLQLEQKSELKRHQRAEMVEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRI

VRFANEAAACKRLFKRRSTLPE
NTDB id 263807 C1S73 RS13990 WP 038865845.1 AARIQAHLTASKAEMRHMENKLLESELRQRAEVEASLLETQGRLLEQLESAPEAIICLREDQRIRFANEAACKLFKRSLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!**!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!!!*!**! ***!!!!!!!**!!*!**!
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VLKRLPEQGSGLDQAVMYI FNVGGGSAVNAAR IHNLETAVEAVLSCS
NTDB id 263807 C1S73 RS13990 WP 038865845.1 QLKRSSADELIAPKFLTVKQPHYCGKIDIYIEDIRQNIEADILKLPEGSGLDVMYIFNVGGGANAARIHNLETAVEVLSC 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!!!!!!!! * !*!!!! !!*!**!*!!** !!*!*!! !!!! !!!!!!!! !!!!!!!!!!!!! !!*

logo YAFDEGDKDKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDELMRAEVLVDEAMTHSALENYWERSVSTGEQSTKFATFAEQSGFLWRVYLDRSTL
NTDB id 263807 C1S73 RS13990 WP 038865845.1 YAFDGDKDQLQKLKELGGEFTRLADKALGNKKDKQELMREVLVDAMTHALEYWESVTGETKFAFAEQSGFWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!! !!!!!!!!!!!!!!!!!! ! !!*!!! !!!*!!!*!! !!! !*! *!! !!!!!! !!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNS ILDEFYI LEHCKEAQGSPERATHYI EAMQRDKLQKRLLTSE
NTDB id 263807 C1S73 RS13990 WP 038865845.1 QTRTLDKYMRIETLPKTPRWRTVLNSIEFILEHCKEQSPERAYIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!***!!!!!!! !!! *!! !!!!!!*!!!!*
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