logo

NTDB id 263769 C1S73
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S73
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S573
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S73
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S73
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S573
NTDB id 1157 A1552VC
consensus

logo

NTDB id 263769 C1S73
NTDB id 1157 A1552VC
consensus

RS02520
RS03895

RS02520
RS03895

RS02520
RS03895

RS02520
RS03895

RS02520
RS03895

RS02520
RS03895

RS02520
RS03895

WP

WP
WP

WP
WP

WP

WP
WP

WP

WP
WP

038872671.
001888250.

038872671.
001888250.

038872671.
001888250.

038872671.
001888250.

038872671.
001888250.

038872671.
001888250.

038872671.
001888250.

(B

R

[ae

=

e

iy

W] s e LOLRLD el e
HIE FIE D SUE ATKEKE DT ||
e R o o i R B

KPEP YREIF
TPLPIPRN
Foackkkkok | L1k Lkl EECTIEEETE DoTTa b DEx DL RD TLT % T %k kokk

S o T W

TAHGS DAV [ GAPDFLIZKP |JADRL Jy VI K LN NI ViIGF IGSSIMEMQAVY T IDIAY
TAHGS DAVINN ¥GAMDFLIKPMAADRL \f VIRY KNDML- . . . .
P10 TIT Tl% 101 !

DR
DR
..... ! P x| sokskk Dok DD T Pokokokokox LI LI

ASTRAOVELSLTREY ACA st R ESESF AT A A

I B§JAS FIMGESGTGKEVCAEATHJANSIWRBIDKPFIAINC AIP DL ESE FGHVKGAFTGAWNT RINGAAJMYABIGGTLF
ISAS FIWGESGTGKEVCAEATHEWASIAR[EDKPFIAINC AIP DL ESE FGHVKGAFTGAJ\T R{NGAAIN¥NA GGTLF
Pokok D hsk DD DLl Dol Lk bk b bk bbbk b b E L Ikl L0 TR

e TV el e
e

I %

0FLE Bl CRHLLRRT et ko DR AT et AEREDLY R v L )

LDELCEM L QMKLLRF QTGT gy GH KIAWSVDVRM CATNRDP|MIEVIMEGRFREDLYYR IV P  PPLRIMRGE
LDELCEM L QWKLLRF QTGT [ G KIW€JVDVRIJ CATNRDPJSEVNEGRFREDLYYR Vv P [ PPLRINRG
*1 111 ! I

e el LR e T LB s
IEKHFTTYE!éE5§*2X€3EK%EEEESH o AR

YELEGFM PPUNQMEA. . . . ...
*k k| k| I sk Lok LLL DL Dokl L 0 11 *lok k| skl * ook ok ok ok %

|
VTR SOYKVTVHT VEAA DNV
VEPATTVAKPSP 1 QVEHI AT LPGE TAAE” Ta ShsAQUARERENGEEE B kY cReh 1R LK L L
. [T e it G & £ g

sk ok ok %k ok ok ok ok ok ok ok ok sk ok sk sk sk ok ok ok ok k ok ok ok kkk ok |k 1ok ok ok ok ok ok ok ok ok k ko * ok x|l Tx 11 P ks

B VYR e

RVAV MIBENSSY MR GANK(AIEADEANLIZQS . 508
A T
] 1ol

TV DM AR AU LN TIUNEKVKEKBKER 455
IR -

80
74

159
149

239
229

319
309

399
382

479
425



(>4 S

non conserved
similar
>50% conserved



