
logo MKQSTLQLRLSQHQLANLTPQLQQAS IKRLLQLSTI
LEFLQQELVEQAYLNTDENPLLEREGENEAWLPADGTESAR IGADGSVNALQSSSATPLPTE

NTDB id 263748 C1H71 RS09585 WP 130106360.1 MKQTLQLRLSQQLNLTPQLQQAIKLLQLSTLEFQQELEQYLNDNPLLERGEEAPAGEA.....................E 59
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!*!!!!!!!*! !!!!!!! !*!!!!!!*! !!!*!! ! *!!!!!! ! * !*********************!
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NTDB id 263748 C1H71 RS09585 WP 130106360.1 QP.............EPQWEMGGDDD......GLRWEGTS..HGSSDDDNDFDPATNIARDLDLREYLLQQAGLLQLPHR 118
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !*************!* *! ! ! !****** ! *** * !* ! ! ** !!*!* ! **! !* !
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VGARDSATADECSLCTLQLQRQRKLQDPSAPA
NTDB id 263748 C1H71 RS09585 WP 130106360.1 DKSLLLMLIEALDDDGFLSQPLDEVYSQLPEELIQDYELELDDLKIALIRLQHLEPLGVGARDTADSLCLQLRQKQPSAA 198
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....EVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRL.DSPA 235
consensus !! !** !!! !!!*!*!* *!!!* !! !!****!*!!!*! !! !!* *! !*!!! !**!*!!! **!*!

logo KDPLALKTIAVNQNQHSLDELLAAGRDYTKRLKKRAFLKSCVDEDAGELKAAHQEL IRVSLANPFRPGSAHAQFWGSRVATESAPDRFYVSVPDVVVQRKTVARAGGVWMRAVQRLHNDPAD
NTDB id 263748 C1H71 RS09585 WP 130106360.1 KDLALKIAQNSLDLLAGRDYTKLKRAFKCEDAELKAAQELIVSLNPRPSAQWSVTSPRYVSPDVVVQKVRGVWRVRLHDA 278
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPD 315
consensus !*!!! ! ***!*!!!*!!!!*!!*! **!*!!!!!*!!! !! ! ! * * * *! !!!!! ! * ! !**

logo

S
VMPKRLR I

VNDRLMYADQI LQRKSGSDRGESGAAHNLAQQREKLQEARWL IVKNS IVQQRFDTI LRVASQTAIVERQKRASFFETHYGE I
VAMRPLVLRDE IADE

NTDB id 263748 C1H71 RS09585 WP 130106360.1 SMPKLRVNRLYADILQKGDG....AHLARELQEARWLVKSVQQRFDTILRVATAIVERQRAFFEYGEVAMRPLVLRDIAE 354
NTDB id 1425 RS RS02020 WP 011000369.1 VMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIAD 395
consensus !!*!!*! *!! !! !****!*! !!!!!!!*! *!!!!!!!!!! !!!!!!* !! *!!*!!!!!!!!*!!*
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TLDGLHESTI SRVTTNQKYMALTPMRGLTFYEFLKYFFGSHVDSTDEATGGAEACSASTAIKRAL IKQLMVGQAQEDKPKKNPLSDSRVI

LAEALLGSAEQGFIV
NTDB id 263748 C1H71 RS09585 WP 130106360.1 ELDLHESTISRVTTQKYMLTPRGLYEFKYFFGSHVDTDAGGECSATAIKALIKQMVQQEDKKKPLSDSVLAEALSAQGIV 434
NTDB id 1425 RS RS02020 WP 011000369.1 TLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFV 475
consensus ! !!!!!!!!!!!*!!! !! ! *! !!!!!!!! !* !! *! !!!*!!!!!*! !!*! !!!!! *!! ! !! !

logo VARRTVAKYREALKQIPYAPVNSLQRKSL
NTDB id 263748 C1H71 RS09585 WP 130106360.1 VARRTVAKYREALQIYPVSQRKSL 458
NTDB id 1425 RS RS02020 WP 011000369.1 VARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!! !**! !!!!



X non conserved
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X ≥ 50% conserved


