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NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKK.IRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISECSSGK 79
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MK.LTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTNCTGGK 76
NTDB id 1354 HI 0299 AAC21963.1 .MK.LTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTSCTGGK 76
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 263744 C1H71 RS08405 WP 130106150.1 .......MKNIQKGFTLIELMIVVAIIGILAAVAIPSYQDYTKKAKYSEVLSISDSYKQAVALCQSDLNTFAGCNA.... 69
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!*!!!!!!!!!*!!**!!!**!*!*!**!! *!***!******* * * * * *
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 N.GVRA...DKSDVPDAKYLKS.....ISVASGVITVAGK.GNIDGYGYTMTP.K.........FANNNITWATSCQGAD 139
NTDB id 1365 NTHI RS01955 WP 011271973.1 N.GIAA...DITT..AKGYVKS.....VTTSNGAITVKGD.GTLANMEYILQATG.........NAATGVTWTTTCKGTD 135
NTDB id 1354 HI 0299 AAC21963.1 N.GIAA...DIKT..AKGYVAS.....VITQSGGITVKGN.GTLANMEYILQAKG.........NAAAGVTWTTTCKGTD 135
NTDB id 1191 AAC28468.1 484..945( ) N.....VIFDSANGLDGKYFAPGG.VTVTPDTGAINIAFDAGANAGKTMTITPTVIAA.......SGQISTWTCAPGAAN 141
NTDB id 263744 C1H71 RS08405 WP 130106150.1 ....GTQGI...PAT..PTVATTGLATGGTVTNGVINFSGTAAAGGYTFILTPSLNAE........GTAITWAQSGN... 129
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPT..KNVANLTIAGTGTVPGQITVTYT.TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQNKA 144
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNAT..TNVATA..TCGASSAGQIIVTMDTTKAKGANITLTPT..........YASGAVTWKCTTT... 135
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAAT..PNVASI..AIGA..NGVITITY.TAAAGGGTIVMTPTL.........QANGDVTWTCTGG... 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAAT..PNVQSI..AIGA..NGVITITY.TAAAGGGTIIMTPTL.........QANGDVTWTCTGG... 123
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 IS..........LFPANFCGQKATP 154
NTDB id 1365 NTHI RS01955 WP 011271973.1 AS..........LFPANFCGSVTQ. 149
NTDB id 1354 HI 0299 AAC21963.1 AS..........LFPANFCGSVTK. 149
NTDB id 1191 AAC28468.1 484..945( ) ............GIETRRLPTSCQ* 153
NTDB id 263744 C1H71 RS08405 WP 130106150.1 ............CLAAKYCK..... 137
NTDB id 1424 RS RS02795 WP 011000517.1 QAASSVAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ............S.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ............TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ............TLLAKYRPASCRP 136
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