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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 263735 C1H71 RS04560 WP 130105507.1 ..MASLNKVILIGNLGKDPENRFMPSGGAVCNFSIATTESWKDKATGQKQEKTEWHNITMYNRLAEIAAQYLKKGSSVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGG..........APYDEGYGQSQEAYQRP...AQQSR. 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGG..........APYEEGYGQSQEAYQRP...AQQSR. 137
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....Q..GSWGQPQQPAKQHQ. 149
NTDB id 263735 C1H71 RS04560 WP 130105507.1 EGRLQTRKWQDKTTGQDRYTTEIIA....DQMQMLGGRSGN...........SSGPADTGYDD..GGFN..QQPAYQQQ. 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQ..GGYS..DNYAQNNNF 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...PMQQSAPQQYS......QPQYNEPPMDFDDDIPF 177
NTDB id 263735 C1H71 RS04560 WP 130105507.1 QAAPAPARQPAPAP......AAAAPKSFDDFEDDIPF 169
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKP......AAQAEPPMDNFDDDIPF 180
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