logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
263701 WM46 RS15075 WP 102602686.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

263701 WM46 RS15075 WP 102602686.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

N

Do e

g nedlel ol D ResteBisbolbFey:
D V|

1A

=== ekl = == =22

I4¥ SDLH SAG
I§ SDLH SAG
€ASDLHLS G
(EASDLHLSAG
[ IIASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG

B\D ITMELLAFSVK

kkok ok ok koK kK

L

. SEAWAYSINIFRIRELP T)MRISERRR,
. M
M

P
B RIRIRSA FEIQRINGINIWNARIN P :(Q3T EJIL GIYPE] 183N [REINYGL LVTGINTGSGKSTTLAAM

BYGARFRVNAFNIQGYG VKIRIAIP gy
ARFRVNAFNIM&RGIY AVFRTIPSHN
ARFRVNAFNJN&RG|Z AVFRTIPSHN
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVFRTIP |
ARFRVNAFNQSJRGEY AVFRTIPS|
ARFRVNAFNQSRGEY AVFRTIPS|X

ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVN[FNQNRGIGAVFRTIPS[
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVNAFNQRNRGINGAVFRT IP S|\
ARFRVNAFNQIRGE\GAVERTIP S|

NEIEEEY *

11 skosk sk sk k ok ok

E%QYEIFﬁgték

kokokk | kokkk  kokok

@B YDAQGFEPHESASHTRKIM
SAERGN
SAERGN
IMNDHQRH]
IMND Q
IMND
IMND
IMND
IMND
IMND
IMND
IRHID VERIL IMND

cFsrach I

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
* * %k |k k

=vli=cli=ci=c=c = ]=vJi=cl¥=c -] =* J=~)

VTS T e

IFTIJE LISLPID IR0 ApNSRGLVLVWUGIATGSGKSTT AAMpREYI QHITGH
IFT E LIALPM LIK AINWSRGLVLIAYGETG GKST LAAM

I

9T [ GLPFRESIT ANJNYRGLVLVTGPTGSGKSTTLA M

I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPARZRGLVLVTGPTGSGKSTTLAAM
I PABERGLVLVTGPTGSGKSTTLAAM
DITONEYRGLVLVTGPTGSGKSTTLAAM
DII[OM4EYRG VLVTGPTGSGKSTTLAAM
DIT{GNEYRG VLVTGPTGSGKSTTLAAM
DIT[OI4EYRG VLVTGPTGSGKSTTLAAM

*kkk kkk KK RN EEE ok 1

1563
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
263701 WM46 RS15075 WP 102602686.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
263701 WM46 RS15075 WP 102602686.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1

EDPIEFVHEHK C TQREVGLDTE
EDPIEF H[N:{NC WQREV{ERND Ty
EDPIEF H|N¥:¥X¢C INQREV[ERND TIb)
QRO AUGLHCA
EDPIEF H|gyK INQREV[ESIDTI®
EDPIEFVH@NSKKSLINQRE H[e)IT]®
EDPIEFVHMNSKKELINQRE H[MpITI®
EDPIEFVHEIWKCLINQREVH
EDPIEFVHEIWNWKCLINQREVH
EDPIEFVHWNSKKCL NQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHI®SKKCL NQREVH
EDPIEFVHINEKKCLINQREVH
EDPIEFVH@NSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHRNSKKCLINQREVH
)k DL Pskox sk EE

IR heste

IDRI DVFPEE [
T DRI DVFPAEEK MVR

kK okk Kok

sl Seslall liQél i

My LR ALREDPD
INALR ALR MPD
FWJALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPNALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
WHALRSALREDPD
IMAALRSALREDPD
K Dookor 1] [E RN

IR

RVAA_HEVLLQ RML

IN:DIGNIGRVA HETIRI

1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

T DRI DVFPAEK MVR
TIDRIIDVFP § K MVR
TIDRIIDVFP §] K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKEMVR

MLSESLEINAVISQN
MLSESLEINAVISQN
MLSESLIHAVI Q]
MLSESLIHAVI QJs
MLSESLNAV QN
MLSESLMNAV  QF
MLSESL[NAVISQpN
MLSESL[N VISQpN
MLSESLNAVISQEN

.NKGGRVAAIEIM

BUUGGRVAAR
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI

TIDR IDVFPAEEK MVREIMMLSESL[NAVISQpN
TIDR IDVFPAEEK MVREWMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREWMLSESL[NAVISQpN
*ok 1ok ok ok ok ok ok ok K ok ok ok * Dkokok | skokokok |

JEDIGNIGRVA HETRI
MUGGGRVAGHEIM
AIGGGRVA[Y

HEIM

BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

*% | ok | oxokx

TLHT|EA AN
GTLHTRNYS AJg

RDMETI LALTAAETGHLV|S
RDMETI A TAAETGHLVJ

LA TAAETGHLVFGTLHTYSA
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

LALTAAETGHLVFGTLHT
e

LA TAAETGHLVFGTLHTNSAiK
T

SAAK
SAAK|
SAAK|
SAAK
SAAK|
SAAK
* %k |k %

REHKVAQ.
:

/\IL

WPA RNLIRENK
NPA RNLIRENK
PAIRNLIREWNK
PATIRNLIREEK

GATRNLIRERK
EIM [¢

[GATRNLIRENK
PAIRNLIREWK
PAIRNLIREWK
IIPATRNLIRE[EK
INPATRNLIRENK
IIPATRNLIRENK
INPATRNLIRENK
Kk kokokkkk | |

AQMYSHIQTG
AQMYSEAIQTG
AQMYSHIQTG
AQMYSE\IQTG
AQMYSEVIQTG
AQMYSEAIQTG

kokokkokk Xk

Y5l QA @

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
263701 WM46 RS15075 WP 102602686.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
263701 WM46 RS15075 WP 102602686.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

Ef=1S,

ALHSI
AIRRIA
AIRCTIA

GFDRINA@Y QM VDD KM8EQD
SERIAAMY NIBY v QEEREY ED
S ARE DAY DHQHAI

IS YDK@LERJA
INAPEVEARRRIA
A A

INAPEANRRR

IS KHTENHE AN
IS KHTEVHE AJN
IRS R D SPAKEKFA
IS RENEAREKFA

SINLPTIR A VA
g QTR T A/

8P QTIR T A/
8P QTIR T A/

[P

X non conserved
B similar
>50% conserved

VA v| A A sP EL

1 VBEN[" ?%Eg'%% LBFZ%|%‘!ﬁgps'ﬁEL-.—-J\l'S.‘c:‘:ELAEéJ:?.\;. PSRRIV REIDET A AR R EROs G REF e A
DSANDLRLMLKTKR.GDDY...GSGSLQNVKI........ DME.............
DSSNDLRLMIKLGS.ETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..
DSPNNLRLQIKLSE.EANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..
IDPKEFARLANDASAGLGG. . . ..ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

QAN SESMOFE . . e
AN SESMSE . .

LNK .
LNK .
KQP .
KIP.
KSP.
KQP .
KQP .
KQP .

368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
326
394
347
347
345
345
344
344
344
344
344
345
345
345



