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NTDB id 26328 NEUT RS11685 WP 011635296.1 MKPTLQLKLSTGLTLTPQLKQSIQLLQLSALELNQEISRIVQENPLLELDEDIDQEKL..ETEGQDSSLVSSDLSTT...A...E 77
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!**!!!*!! *! !!!!! !!! !!!!! *!!*!!* * !!!!!! * * ** *! ! !! ** *** ***
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NTDB id 26328 NEUT RS11685 WP 011635296.1 AN..ESHDIR.....ENT.......EISNDWLDDSLYSDQGAFLDTRRQDDEEYDQDYSRLVSKPASLREHLLMQISLRQRCERK 148
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFAR.........KPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRD 161
consensus !!*****! ***** ******** !! ! *********** *! ! * ! *** !!*!* !* * **!
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NTDB id 26328 NEUT RS11685 WP 011635296.1 KKITALLVDSLDDNGYFTQDLEELAKLLPVELEIDITDLKSALAYIQQLDPPGVGARNLRECLSIQLSALPDATPLRTEALKLVN 233
NTDB id 1425 RS RS02020 WP 011000369.1 KGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPLALTIVN 244
consensus ! * !**!!!! !! ! !*!* !! !!!*** *! !! *! !!*!*!!! !!!**!! !****! ** !! *!!

logo

E
QHLELSLVAAKRDNFYPTLRLKRKAVLGSCVDDEGTCELKQASAVHYEQL IRTQSLANPFKPGDHADFGNARATETADRFYVI

VPDVI
VVRTKSTAAKGWMVAQLNPSDSVMVPRLVR I

VNDHLMYADQI
NTDB id 26328 NEUT RS11685 WP 011635296.1 EHLESVAAKNFPLLRKVLGCDETCLQSVYQLITQLNPKPGDDFNATTARYVIPDVIVTKSAKGWVAQLNSDSVPRVRVNHLYADI 318
NTDB id 1425 RS RS02020 WP 011000369.1 QHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQI 329
consensus !!! *!!* ** !*! ! *!* *! * !! ! ! !!* ! ! *!*!!!*! !*! !!*!!!!*! *!!*!*!**!! !

logo LKRQSNSRGNEASGIAARNPLMQEQKQLKQEARWL IKRNIDQQRFMDVTI LRAVSQAI IVDECRQKQASFFLETHGE I
TAMVRPLVLMRE IADETVLGLHESTI SR I

VTTNQKYMAR
NTDB id 26328 NEUT RS11685 WP 011635296.1 LKQNRNEAI.RPLMEQLKEARWLIRNIDQRMVTILRASQAIIDCQQAFLEHGETAVRPLVMREIAEVLGLHESTISRITTQKYMR 402
NTDB id 1425 RS RS02020 WP 011000369.1 LRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMA 414
consensus !* ! ! * *! ! !!!!!!*!! !! !!!! !!!!***! ! !!! !*!!!!*!!!!* !!!!!!!!!!*!!*!!!
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NTDB id 26328 NEUT RS11685 WP 011635296.1 TPHGIFELKYFFGSHIPAETGEAHSAIAIRGLIKQLIQNEDRKKPLNDSQVSQILAQQGIVVARRTVAKYREFMHIPPTNLRKIP 487
NTDB id 1425 RS RS02020 WP 011000369.1 TPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!*! !!!!!!!!!!** !!! !*! !!!*!!!!!* !!*! !! !! * *!* !! !!!!!!!!!!!! **!!* !!!! *

X non conserved

X similar

X ≥ 50% conserved


