logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1

263219 C0099 RS04425 WP 102246323.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1

263219 C0099 RS04425 WP 102246323.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1

263219 C0099 RS04425 WP 102246323.

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

1

1

1

1

ﬂ
r

v Enele KL | v s e B

EPGKGEQAEVRIPALERGPG

AN, arei BRTE ﬁY”FEAkR§§5D§

>/\

MAKNG . . . GFSLFMKKEKRIZT e
MAKNG . . . GFSLFI\KKEKRIAT AR HS A S DILNN M VF s EMWK ki AR R Lol THVETE . . . .
MATSAPARRSSPLRPREHLIGNAKDENE . fov R e MrNS GENEv Y TRl g TR Ry . .

HXx>"HOQAAAXR XN

......... MDXNEPPHELTIgH e
......... MAQKEA\IKNSV)IT . e
........ MAAKKTQVMPVj3A . KN@FEGL. . ..
........ MAVKKRAQMMP TjgA KN@LEGL. ...

* % % * *

s getd R s

* kxkx % kk *

3k XEAHKEK%YFDBLE N\.Véﬁ E )

* %k

AU RETRAT e

i 5= l‘i/\ 1

JAD E\IF RQLATM
QW ITIFTRQ ATM
D ITIMTRQLATM

IYAG PL QAF
AG PL QAF
GVPL QAF

B G PLVQAF
AGVPL Q F
AGVPLVQAF

AGVPLVQ F
*x | % | kkskskskk %

LRk Beh el o gl

LDRLA

I3 RLATY EK EMNL
Ij RLATY EK EMNL
LD LAMYKEK

LD LAMYKEK

L RLATYKEKpgW:

LD ATYKEKMERS

LDR ATYKEK EEL
LDR AQYKEK EQYL
LDR AMYKEK EJRL

Pk skokokokok Dokokok | Dokk kok

INAD I} FTRQLATM

JIQRD TENIFTROLATM

IBRAD ITIFTRQLATM
* kokkkkk ok

LTEV\L/ AFE vEasF g A \. AEL\L/%SB@%\Y

=20 S

LPAFTQ V
LPFTQEV
LP AT Qv
LPRIT Qi§V

LPAZTIR V
LPANITEYAV
LPAFT|R V

LPAFTQ V
LPAFTQ V

Pokoskok Dok 11k | [ dokok ok Dokok D Dskok Dokokokok ok | oskoskokokokok

142
145
146
148
148
150
145
144
147
147

222
225
226
228
228
230
225
224
227
227



rorkuapehsheshatf O ol ok R LATLPAR vl STk oy
R ELBLOLX ékééﬁ% s UL B U6 DLV VLY RO ALY

NTDB id 1029 TT RS02230 WP 011228203.1 L .YYGEPQGMRV DRLLRLP F 301

NTDB id 1402 DSB67 RS12670 WP 010643257.1 G SQIESIDSIPALL A AJNS SINIAENS GE SKAINTA FSRTLAT F AG P WALIS T )JQ¥y GN sl 305

NTDB id 1169 A1552VC RS11075 WP 000648511.1 F KNEJFQIRLKTSIEARG)S PI ¢ I\KA TA FSRTLAT FAAG P |\ LI TA/SQY GN |l 306

NTDB id 1113 AAA85695.1 219..1451( ) IL, FARSHEN paeksAst DEV ' LR PIRIGDI VK IAR FAAGVPLVD LDSTAGARGN 308

NTDB id 1112 NGFG RS09215 WP 003689811.1 1L, IR DIY LR PIIAGDIVRIK IAR FAAGVPLVD LDSTAGARAGN 308

NTDB id 263219 C0099 RS04425 WP 102246323.1 Vi YKIESSIPAAQNL DR LRLP GDIVEIKA AR RTL NIFAAGVPLV ALDS|Y GA 310

NTDB id 1252 GC085 RS07730 WP 011213805.1 GEI KAIIARF RTL l FAAG PLV ALI VAGA 305

NTDB id 1198 PSJM300 03950 AFN76868.1 FVENA ARF RTL T FAAGVPLVDALDSYJAGA 304

NTDB id 1016 ACIAD RS01680 WP 004920476.1 307

NTDB id 1059 ABD1 RS01610 WP 000279215.1 307

consensus % %k %k 5k k %k % * % %k * ok * %k kokkokk |k Dok | % Ik | 11 skoskokok b sk oskoskokok ok |k skok ok ok ok I %

: 9l LA Bl £

LAR”EEEF : EE ALve VA el VAV, o [

NTDB id 1029 TT RS02230 WP 011228203.1 381

NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVIGEESGE 384

NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVNITGEESG 385

NTDB id 1113 AAA85695.1 219..1451( ) . QMY IGEESG LD MLWKIEA FYEBEVDNA V{&¥L SIy 387

NTDB id 1112 NGFG RS09215 WP 003689811.1 . QMN] IGEESG LD MLWKFEA FYEBNEVDNA V{&RIL SEY 387

NTDB id 263219 C0099 RS04425 WP 102246323.1 . QMV IGEESGLDMLKVA FYEWNEVD AVJ\ LS[e EPI 389

NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL JMMLBKVA FYEJXEV NAVD LSH IREP I 384

NTDB id 1198 PSJM300 03950 AFN76868.1 . QMAIGEESGALD MLKVAFYEEVDNVD L J\ MEP I 383

NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD MLINKVAN YEEVDAVD L § MEPLI 386

NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDSMLINKVAN YENEVDNAVD L § MEPLI 386

consensus PRVl bk DD Dbk DL Dok Dok |

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1 406

NTDB id 1402 DSB67 RS12670 WP 010643257.1 407

NTDB id 1169 A1552VC RS11075 WP 000648511.1 408

NTDB id 1113 AAA85695.1 219..1451( ) AMYLP F LGN 410

NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGN 410

NTDB id 263219 C0099 RS04425 WP 102246323.1 AMYLPIF)SLG[¢ e 411

NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFLGSIV . 406

NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVVS 405

NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVS 408

NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVS 408

consensus ! ! Dok b 1ok | oskokskokok

X non conserved
B similar
> 507 conserved



