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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPD 68
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPN 77
NTDB id 263212 C0099 RS02335 WP 102245954.1 MNAESGARADVLVIDDEADIRELLELALLRMGLSCDTAGSVAEARERLASGSYRLCLTDMRLPDGDGLDLVAYIQQAHAG 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQ 75
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDS 148
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 263212 C0099 RS02335 WP 102245954.1 LPVAVISAHGSIDTAIRALKLGAFDFVTKPVEVKAVRALVEHALRVPEHAQDEP.EAD.GVRRLIGRSAAIEHLRAQVAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE...AP.VDNRLLGESPPMRALRNQIGK 151
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 AASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTL 228
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 263212 C0099 RS02335 WP 102245954.1 LARSQAPVFIHGESGTGKEVIARSIHALGPRAGGAFVPVNCGAIPHELMESEFFGHVRGSFSGATADKPGLFRAAQGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 FLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGD 308
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 263212 C0099 RS02335 WP 102245954.1 FLDEVAELPLAMQVKLLRAIQERAVRPVGAHAEEAVDVRVLSASHRDLAALVAEGRFRQDLFYRINVIALHVPPLRERPE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRAL 388
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAP....LRANISN 392
NTDB id 263212 C0099 RS02335 WP 102245954.1 DIEALAAHILARLAARDGGPAQRLSAESLAALRAHPFPGNVRELENLLERACALCDSDVITPADLALDA....APAPLAS 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD....APGASQE 387
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 PLAHENK...........VSVHEI..FPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEK 453
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE 472
NTDB id 263212 C0099 RS02335 WP 102245954.1 PV......................TPPPGQGGDDERSHILRALEETRWNRSEAARRLGMTLRQLRYRLQKWGME...... 446
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GAA................SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID...... 445
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