logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

1

1176 A1552VC RS01160 WP 000350195.1
263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.

1

1

263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

ACE17W RS02630 WP 010947729.1
GC0O85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

KF FeRRLVEE'=—VaAssL QA LSS=SAKESKQD T VAIYL | setesiny B AE 1 SNEFAEH DLV D

MSAFfTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF
MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI

P KDy DeKL KGR Ly imROG Yy LY'WVA N NIEA . DA RFNSKL&=VE! Y I VEHEKLEEY L vwHF><EE~ - FFeasEE:

LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTEEL
PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFNDEEF

80
80

[eNoNoNoNololoNoNoNoloNoNooNoNoNe]

160
160

[eNoRoNoNoNoloNoNoNoNoNoNoNoNoNoNe)



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.

1

1

263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.

1

1

263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

R 1| P | [T

e 0B Bsbfsee. e FRAR Q. mcactlil 5

RLK MSQMDIS KRVPEDGRIKLKMSKS . KTID|ARMSILPTLF
RLKMUSQMDISEKRVPEDGRIKLKLSKS . KAIDISAMSLPTLF

SPRLL QE]

IMND
IMND
IMND
IMND
IMND
IMND
IMND
IMND

. ENHECHMISARG . WEIIN
BTHECH I LNREKN ELARAYS

MDITELLAFSIAK
MDITELLAF SIAK
MDITELLAFSV@
MDITELLAFSVK
MDITELLAFSVK
MDITELLAFSVK ..
(IR * X Dl oskosk skokox

DR

IEKIVLRI DP
G
TRIZAMEYVVRD . . SEARAYSENAFRIREL P[EYRUTHRIE
SESIY[RIRNL AGMWYLIIRINE
AF QI3 GIVIVEIRIN TN
BYARFRVNAFTIQIRINAYG « VURIATP

*x 111 * kok bk |k ko

TRV

S
P M IR VEIG
SPMIRVEIG
PPM R DG
PPM R DG
APM RVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

o

=S e

ASAMNG

EKLWYLBIIEDPSSAMBGEBAINEYEED QKA

¢VLT#£B\. K. Q,;Ei'%

INVPRAMDISIKQ
INLPEY JHE
INLPELIJH)S
INLPELIAH)S

L
INLPPLEHK
INLP|ZL|AH)S]
INLPALEHK

AIREYEPEQKA

BVD EVRB | NL éLEHPSQ\/HgL

IRQLATRLAS
PLQLANRLAS

319
319
119
121
122
125
121
121
121
121
121
121
121
121
121
121
121
121
121



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
10568
1177
1203
1019
1307
1086
1116
1185
1176

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.

1

1

263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.

1

1

263149 C0058 RS30570 WP 008434153.1

1283
1259
1194
1202
1020
1081
1060
1040

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

AT ST Nﬁsv,

PG

L TGPTGSGK | Ljgye

PRGLVLVTGPTGSGKSTTLA M Disl
PRG VLVTGPTGSGKSTTLAAM
PRG VLVTGPTGSGKSTTLAAM
|3 GLVLVTGPTGSGKSTTLAAM
|2 GLVLVTGPTGSGKSTTLAAM
PRGLVLVTGPTGSGKSTTLAAM
BMRGLVLVTGPTGSGKSTTLAAY
BRGLVLVTGPTGSGKSTTLAAY]

| Tob P Pt 'NQRE\/H

1 NL ES \/WN\/

EDPIEFVHRIMYKCLINQREVH

RDTESF%A\. AL

EDPIEFVHSIMYKCLINQREVH DTIsl

EDPIEF HMZKJALINQR VH
EDPIEFVHEMSKKCL NQREVH
EDPIEFVHNSIKKCL NQREVH

VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM

Ve

.“BL

LA

DUk ] Dkorokorkorkokkok ] k% |

TGHLVSITLHTRIA AR T

RDLETINY A |JQAA TGH VESITLHTNSAJIRAT

REJIEN DMAL

TIJAETGHL [yl
AETGHL[®JR T L HESRANRE

AETGHLVFEF TLHEWRANNT

RDMETI JA\A TAAETGHLVEIGTLHTRS Apg

RDIFETILALTAAETGHLVFGTLHT
RDIZETIMLALTAAETGHLVFGTLHT

EAAKT
[GAAKT

Fok D1 Lk 1 ek

ATHET AV T o e s

RDLETEN® A |SAA

EDPIEFVH]SSKKCL NQREVH
EDPIEFVH]SSKKCL NQREVH
EDPIEFVH|3¥KKCLINQREVH
EDPIEFVH@ESKKCLINQREVH
EDPIEFVHNSIKKCLINQREVH

EDPIEFVHMSKKCLINQREVH
* % ok % ok X *

W

DRI
DRI

DVFPAEK MVR
DVFPAMEK MVR

RDNETINLALTAAETGHLVFGTLHT SAAKTIDRIIDVFP §] K MVR
RDMNETIBLALTAAETGHLVFGTLHT SAAKTIDRIIDVFP B K MVR

* Pskskskk | x |

LALTAAETGHLVEFGTLHT SAAKT
LA TAAETGHLVFGTLHTH
LA TAAETGHLVFGTLHTRNSA
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
Pl sk 1 1]

SAAKTIDR
SAAKTIDR
SAAKTIDR

ko |oskoskokokok | oskokokok

DR DVFPA[EKIEMVR

SARKTI RIIDVFPAEEKEMVR
INKTI RIIDVFPAEEKEMVR

SAAKTIDR DVFPAEEKEMVR
SAAKTIDR DVFPAEEKEMVR
SAAKTIDRIIDVFPAEEK MVR

IDVFPAEEK MVREWMLSES
IDVFPAEEK MVREMLSES
IDVFPAEEK MVREWMLSES

% 5 %k %k ok %k ok % ok K k ok

E LIRS

A —

NEE

1L,
L
1L,

395
395
199
201
202
205
201
201
201
201
201
201
201
201
201
201
201
201
201

469
469
268
270
271
274
270
270
270
270
270
270
270
270
270
270
270
270
270



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

263149 C0058 RS30570 WP 008434153.1 .. ... . ...t

1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018
1058
1177
1203
1019
1307
1086
1116
1185
1176

263149 C0058 RS30570 WP 008434153.1 MS#KA

1283
1259
1194
1202
1020
1081
1060
1040

consensus

I

RKYAQ Y55 QT Can s QLD

SEJREYV L ARS it Ve b

S T )

ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCIEGYKGRV TY)BUK TpRaEIS K

ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGCLEC
A1552VC RS01165 WP 000422572.1 ... .. i e i
PSIM300 01605 AFN76401.1 .. e e
ACIAD RS04205 WP 004922051.1 ... . e i
DR RS10055 WP 010888596.1 ... . . . . .. e
NMV RS00245 WP 002218487.1 .. i e e
NGFG RS10615 WP 003690200.1 ... . i e i
GTF74 RS11940 WP 000350195.1 ...
A1552VC RS01160 WP 000350195.1 ... .. i i i

EGYK[EEAUG T Y|2NRUIK VINZERISK

ACE17W RS02630 WP 010947729.1 ... . i e i
GCO85 RS10305 WP 010947729.1 ... i e e

PAKAF RS01995 WP 003084552.1 ... .. . .. . i i i e TPAIRNLIRENKVAQMYSEIQTG
PSJM300 01600 AFN76400.1 e e TPAIRNLIREMKVAQMYSHIQTG
ACIAD RS04210 WP 011182164.1 ... . . . . . i i i IIPATRNLIREMKVAQMYSHIQTG
FDQ49 RS05335 WP 006581387.1 ... e i JIPATRNLIRENKVAQMYSEINIQTG
ABD1 RS04380 WP 000355489.1 ... .. . . ... e IIPATRNLIRENKVAQMYSE\IQTG
HON27 RS13360 WP 000355489.1 ... .. . . ...t IIPATRNLIRENKVAQMYSINIQTG

* % | | 5k sk sk sk >k sk ok sk sk k ok | kkkkkkk ok * | sk ok k ok

(v ]S o Arehe e
Q%L§¥L¥§%H¥Yé§%$-EﬁgAﬁﬁégéﬁgkvLKkuRZ*nk.hhﬁu;z.wvrﬁv

= A~ = A RIS IREE S A
ACIAD RS01685 WP 004920473.1 = RSGLKKUMQEMTEILQEINRV T SE . . . o o e e s
ABD1 RS01615 WP 001274986.1 = RSGLKKUMQEMTEILQEVN RV T SE . . o o o e e e et et e e et e e e e e e
A1552VC RS01165 WP 000422572.1 AIRY Q WLHSEADSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME.................
PSJM300 01605 AFN76401.1 AIRYN YEDLLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR........
ACIAD RS04205 WP 004922051.1 AREDIRYDHQHSS]Y ADPALKHEADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . . .. KMTFDGQRRNLK........
DR RS10055 WP 010888596.1 AY)RAGIRFRBHENSRY DK@ LERNIDPKEFARLANDASAGL . . . .GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT
NMV RS00245 WP 002218487.1 QSJL[S] I PEVE RRRINANSESMSFE . . . . e
NGFG RS10615 WP 003690200.1 (\[S|8Q S I PEARRRRINQNSESMSE . . . .

GTF74 RS11940 WP 000350195.1 NAKQ DAQEVQSKIELD LKA . e e
A1552VC RS01160 WP 000350195.1 [AINAKQ DAQEVQSKIELDLKAE .

ACE17W RS02630 WP 010947729.1 HISTE IR KHTIHEAILNKSLE . . . . e e e e e e e e e e e e e
GCO85 RS10305 WP 010947729.1 HIBTE IR KHTIHEABLNKSLE . . . . e e
PAKAF RS01995 WP 003084552.1 MCI®KG IR RENE REKI K IPENFE . . . . e
PSJM300 01600 AFN76400.1 SCIRKGIREAREENRIRD SIAKEKINKQPENE . . . . . e

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1

HON27 RS13360 WP 000355489.1

(\SIRK G

=N e =22 N
[PNoRoNINNa] = = [}
—

[90)
=
o
n
S
=~
=
=
S
=~
o
vl
[xa]
=
T

SIEKQ
\[SIFK G

(\[SIBK G

* ¥ kokokokok *

547
547
316
318
319
322
318
318
317
317
317
317
317
317
317
317
317
317
317

570
570
368
381
383
398
347
347
345
345
344
344
344
344
344
344
345
345
345



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
263149 C0058 RS30570 WP 008434153.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

X non conserved
B similar
B >50% conserved

570
570
368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345



