
logo MWELVKASGGWI
MMLP I I LCSS IAALGI IAVERLWTLRAPSRVTPDPHLLGQVWGKWIKDNKQLDSKNQTKLKELRADNSPLGE I LAAGLAN

NTDB id 263138 C0058 RS24245 WP 004371363.1 MWELVKSGGWMMLPIILSSIAALGIIAERLWTLRASRVTPDHLLGQVWGWIKNKQLDKTKLKELRANSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!!!!!!!! !!!!!!!*!!!!!*!!!!!!! !!! !!! !!!!!!! !!!!!!!!!!!!!

logo SKHRGRE IMKEC I EEAAARVI
VHDELERYI

LNALGTIAAGI
MAPLLGLLGTVLGMIDE I FSASFMGSGMATTNAAPLVLAGGI SKAL ITTA

NTDB id 263138 C0058 RS24245 WP 004371363.1 SKHGREIMKECIEEAAARVIHELERYINALGTIAAMAPLLGLLGTVLGMIDIFSSFMGSGMTTNAAVLAGGISKALITTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMA.NAPLLAGGISKALITTA 159
consensus !!*!!!!!!!!!!!!!!!!*!*!!!!*!!!!!!!**!!!!!!!!!!!!!!*!!! !!!!!! *!!**!!!!!!!!!!!!!

logo AGLMVGIPASLVFFHRFLLQRR I
VDELVVGMEQEAIKLVEVVQGDRDVDLGVEGKNA

NTDB id 263138 C0058 RS24245 WP 004371363.1 AGLMVGIPSVFFHRFLQRRIDELVVGMEQEAIKLVEVVQGDRDVDLVEGNA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!!!!! *!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


