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NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTN....GSHSVGGSIESNLWQKG.......LLAD........DEFPVDEFLNVNLASTSANAS 390
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSIN....GSHTVGGSIENNLATIG.......LYDGGGEGDDGGSSVGIDDFLNVNLAATSPNAT 399
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPT....HL.SG.TLEGANELARGTAPANVVPLERRL.......NLDLAAA.....PLTGATPA 504
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPT....HL.SG.TLEGANELARGTAPANVVPLERRL.......NLDLAAV.....PLTGATPA 504
NTDB id 263130 C0058 RS02070 WP 102367943.1 ANVDYDKSLGVRWGGQLNR....GNWSAGGIRKPLA.E.............GAEP...PETPPSSPF.....VDLGAVNG 259
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHK....GNWSGYGKDGNIG.IKDEDGMNCGPIAGSCTFPTTGTSKSPSPF.....VDLGAKDA 528
consensus * *****!***!* * ** * * * ** *

logo

T
A
S
A
S
N
V
I
S
G
A
L
I
F
A
S
Q
G
I
V
L
G
V
I
A
F
R
S
K
A
I
M
L
I
N
T
G
S

D
S
G
S
D
N

L
G
F
I
T

I
A
M
LLNDLQELTSAMSLEQQKNASLTDESGNRYKPTAGKELTVI LVIASNQTSPKRLVLVMI STQSATDNQRKEKQKAEPTARVYKVI LAEKQTSGSVEQYTQEVIPFYTLQVSEASTTS INSTASNAGGASGTSSTTAANSTTVTEASLFKDEKAASLVLGSLNTEKVT

NTDB id 1092 CAD91899.1 1..2286( ) ANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVT 651
NTDB id 1100 NMB RS09455 WP 002225652.1 ANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVT 659
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SIAFGLISLS.DFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVT 602
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SIAFGLISMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVT 614
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SIAFGLISMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVT 614
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVT 467
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVT 467
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLKVT 476
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVT 581
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVT 581
NTDB id 263130 C0058 RS02070 WP 102367943.1 SAGLGVAFITDNLLLDLELTAMEKTGNGEIVSQPKVVTSDKETARILKGTEIPYQESSSTGAT...SVSFKEASLSLEVT 336
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVT 605
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NTDB id 1092 CAD91899.1 1..2286( ) PNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNL 730
NTDB id 1100 NMB RS09455 WP 002225652.1 PNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNL 738
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PNITPDGKILMELNIANDSINSYA...QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRL 679
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRL 691
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRL 691
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGAL 547
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGAL 547
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGAL 556
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGIL 658
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGIL 658
NTDB id 263130 C0058 RS02070 WP 102367943.1 PQITPDGWVIMEVKVTKDEPDYLNR..LNDVPPIKKNEVNAKVLVKDGETIVIGGVFSNTQSKVVDKVPFLGDVPYLGRL 414
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRL 683
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NTDB id 1092 CAD91899.1 1..2286( ) FKTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1100 NMB RS09455 WP 002225652.1 FKTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 263130 C0058 RS02070 WP 102367943.1 FRRDVVSEKKSELLVFLTPRIMNNQAIAVSR......... 445
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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