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NTDB id 1274 LPP RS09530 WP 011214168.1 ..MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG....YVSP 74
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG....YVSP 74
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ...MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSP 77
NTDB id 263046 C0119 RS01885 WP 167456601.1 MKKYSLAFTLIELMIVVAIIGILAAIAYPSYTQYKIRTNRTDVQSEMMQQAQRLQSYYVINHNYTSA.TLDNGATTKDYP 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 .MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYP 78
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VLTAEITTPKIASTGNSYTMSVAAQMAGDGNGSITVI ICVMLTPTLDNQDQSADNQGRDQVKCFTWASTCKAGTGGTLLAKYRTAPATDASCASVRLPSSANSTSNSTWTDEGR

NTDB id 1274 LPP RS09530 WP 011214168.1 AATPNVASIA..IGANG...V...ITITYTAAAGGGTIVMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 AATPNVQSIA..IGANG...V...ITITYTAAAGGGTIIMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1062 ABD1 RS15720 WP 000788345.1 LQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICL....NDQGQKFWAKG.........ATDCALSASSSWTE. 141
NTDB id 263046 C0119 RS01885 WP 167456601.1 TSNPVY...SITLVPNGQTYTLTAEPKSGTVQMGNGSVVL....DSQGRKCWTKT.........TTACVPSATSNWDGR 142
NTDB id 1007 ACIAD RS15000 WP 004923844.1 VTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICL....NQDGQKFWSKA.........ATACSLSSNSTWDGR 144
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