logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.
NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 263037 C0119 RS01335 WP 004810141.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

1

o A e e R e T Pt

. MSERSEY SERN QUL eEIAM AfFINEIS TG LIEFFRSY PEHT S DIE YEKIRGHN VRS SEI ANATIE FHLI@FKKFVQQ
QQFPLNSSLSHT IR NN N Y3 eqA v SN IR L\ AR\ DEQED v sHQQiEA TILGES LS. CFI@ I ATQATR
* ! N Y R - !

' bl s A e

DLl el

LyNeasETVD [¢ LSLLTiWNNIY NLQLS L VIGTIFEWSSIILLIJA[MONL ITL AVISVIYQIF WSLEpNRSH [GUIGNSA
LISMIFTIVD [GLSLLTIISAUSNINL QLS L VIFNTFPSINILLSABRWSIL ITL AVIJWVIYQ F [§SLEDNGY NEYIGNSA
o * L1

R Lk

LAF FFVV GIGQIAVRRFW LEW WF QS ELYRWLQNINRYILEQIEWGYLVLDEN[®s V SNPAACKILLGI M Al
LAF FFVVEGIGQIAVWRFIY LEN WFEQS ELYWLQNINRYILEQIERGYLVLDEN  V SNPAAC LLGIREIN A

PUUsk DD sk DLl b kbl sk Dk Dbk b DL DELEEE LT FEE LD Eskskok bk D LD L LIkl DL Isksk %1k

ST Sk bl s

LoD b T MR RO L

W PL)O] JDLFE  FPDLIAG RFWFESMASK Ik VQ L VPEQTLIMLL LQDAQI NQQWQQLKLAALGQLSAS
4 PLUgCE DLFE  FepLjeac RFMFESIMSH BT JvQEL vP QTLWLL LQDAQMN NQQMQQLKLAALGQLSAS
I !

KUL kLU Daokk! 1 PRI K101 LTI TEntntl

AHE RN m VQANEHKDSBQB%WH ‘SKQPKR e E

VT T v et et D
o R 5 B R Bk ¢

TUTETTEUT T LD T Tk ko D 1k ki1 L] Tk LI % Tk T ok 1Lk Fkkkl 1] 1%

s TR AL el D T

IR TEDIIC SN FDEMQLRQV  NL RNA RHNWPING Y |2 [ Hid@NK  IDVIID GG VISFNDWSWLFKPFFST
R I[NNI SDERILIeNFDEIQQLRQV NI RNA RENIAPDERY g8 Il H (M K 1DVHD GlacvE RIDMSELFKPFFST
* 11 brrr ot Lol 1% T oL oririrns

SR

BIINGTGLGLYLSHSFCEAN A[LMY [MQIQGACFRIFIC |HINVIEEEPAE
IRINGTGLGLYLSHSFCEANEIAJSLINY I13QI4QGACFRIACIZT MR 522
Pl L Ll s 1%

80

159
160

239
240

319
320

399
400

478
480



(>4 S

non conserved
similar
>50% conserved



