
logo MKKVFLKNGMPVNSFHSALGIKKNHQLMLALALVCTVGSVAGI
MGTIASETTVHAATPASPRNHVNPPSLKASNSAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 263035 C0119 RS01080 WP 004814276.1 MKKVLKGMPSFSALGIKNQMLALAVCVSVGMGTISTTHAAPARNVNPPSLKASAPNVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHAT.SPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!!!! **!!!!*! !**!!! !! * *!*!!!!!! !!!!!!!!*!!!!!!!! *!! ! !!

logo PE IWAGSNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCAVGI INRRYLTGQTTNTHKLQPQVR I

VEASLNNSTI
VPVIPLAEHIKQQWL

NTDB id 263035 C0119 RS01080 WP 004814276.1 PEIWAGNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCAGIINRYLGT.NKLQPQVRIESLNNTIPVIPLAHIQQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!! ! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! * *!!!!!!*! !!!**!!!!! !! !!!

logo ENRSYTI LMAPADS I ETGNTPYI LVGTADQRVLAGKGQKTI
VYARGNQGLEINVGQRYAVYREAGEPYI

Y
F
LTDANKNGKKHYSTALAGI ELLQQVASGI

VAI
V

NTDB id 263035 C0119 RS01080 WP 004814276.1 ERYTIMAADSIEGTPYILGTADQRVLAGKGQKVYARGNGLEVGQRYAVYREAEPYILTDANGKKYTAAIELQQVASGIAI 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!**!!!! !!!!*!!!!!!!!!!!!! *!!!!*!! !!!!!!!!!*!!! !! !!!** *!!! !!!!!*!*

logo

R
S
G
SEGKDITTLELTDSYNAEVRRGDNRVLMPEEYDQAPMTLPTLFYPVDNAEKNQNVI

T
D
SGGKQI IRVLMGS IGRTAAKRHNSVVTI

LDRGI
T
A
T
H
QGI

VQSVG
NTDB id 263035 C0119 RS01080 WP 004814276.1 RGEGDITTLELTDSYNAEVRRGNRVLPEYDPMLPTLFYPVNAENNISGGQIIRVLGSIGTAARHSVVTIDRGIAHGVQSG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!!!!!!!!!! !!*!! * !!!!!!!! ! * !! !!!!*!!!! !!**!!!!*!!! *!*! !

logo

H
QVFDS IVNTQQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGNSLVMVFKRTFDQFLSYAYVLDESDELP IKVGASSTIQPSPLQFLDNDE
NTDB id 263035 C0119 RS01080 WP 004814276.1 HVFSVNQQGEVVTDPKTKERVQLPGERIGNVMVFKTFDQFSYAYVLDSELPIKVGATIQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * !!!! * !!!!!! *!!!! !! *!!!*!!!! !!!!!!*!*!!!!!! *!!*! *

X non conserved

X similar

X ≥ 50% conserved


