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NTDB id 1028 TT RS08215 WP 011173991.1 LRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIED 622
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 LGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGA 387
NTDB id 26295 MLG RS10550 WP 011629815.1 LGYEPEQKQRYLEALSKPYGMILVTGPTGSGKTVSLYTGLHILNTPDRNISTAEDPSEINMPGVNQVNINPKAGLTFANT 391
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NTDB id 1028 TT RS08215 WP 011173991.1 LRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCE 782
NTDB id 1110 NGFG RS09235 WP 003689817.1 LKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCS 449
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCK 458
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCP 458
NTDB id 1293 VP RS12240 WP 005479695.1 LRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCP 458
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NTDB id 26295 MLG RS10550 WP 011629815.1 LRAFLRQDPDVIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNDAPQTLTRLANMGVPAYNIASSVTLIIAQRLARRLCK 471
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCS 462
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NTDB id 1028 TT RS08215 WP 011173991.1 HCKVEVKP.DPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARR 859
NTDB id 1110 NGFG RS09235 WP 003689817.1 SCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYK 528
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HCKIAVRP.SALLQSQFAFQPNE....ILYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKA 532
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YCRQPQEP.NSQLQH.IGIANTE....QIFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIA 531
NTDB id 1293 VP RS12240 WP 005479695.1 YCKQPQEH.TVQLQH.LGIQTTD....NIFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIA 531
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQS 544
NTDB id 26295 MLG RS10550 WP 011629815.1 HCKVP.EEVPRETLLEEGFTEADLE.AGVTVYAPQGCEHCT.EGYKGRVGIYQVMPVSDAMGRLIMEGGNAMQLADQAAR 548
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NTDB id 1028 TT RS08215 WP 011173991.1 KGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1110 NGFG RS09235 WP 003689817.1 EGMVDLRRAGILKIMQGITSLEEVTANTND 558
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NTDB id 1401 DSB67 RS12665 WP 010643259.1 NGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 NGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 26295 MLG RS10550 WP 011629815.1 EGIDDLRRSGLRKVIQGMTSLQEVNRVTKD 578
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus !* *** *!* !***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


