
logo

MSAFTTPPKFSGF IRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYL IDNFS I SPLTIAE I I SLEFGEPLLDLGVFDPALF

NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................................................................ 0
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................................................................ 0
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................................................................................ 0
NTDB id 1307 DR RS10055 WP 010888596.1 ................................................................................ 0
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................................................................ 0
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................................................................ 0
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................................................................ 0
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................................................................ 0
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................................................................ 0
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................................................................ 0
NTDB id 26285 MLG RS01740 WP 011628093.1 ................................................................................ 0
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................................................................ 0
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................................................................ 0
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................................................................ 0
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................................................................ 0
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................................................................ 0
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................................................................ 0
consensus

logo

LKDKIDEKL IQKYR IMPLVHRGHVLYVATSNPTNI EAMDAIRFNSKLKVEP I IVEHDKLERLLSEHFVEETHFNFDTEEL

NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTEEL 160
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................................................................ 0
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................................................................ 0
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................................................................................ 0
NTDB id 1307 DR RS10055 WP 010888596.1 ................................................................................ 0
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................................................................ 0
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................................................................ 0
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................................................................ 0
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................................................................ 0
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................................................................ 0
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................................................................ 0
NTDB id 26285 MLG RS01740 WP 011628093.1 ................................................................................ 0
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................................................................ 0
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................................................................ 0
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................................................................ 0
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................................................................ 0
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................................................................ 0
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................................................................ 0
consensus



logo

DLDVEVDPHTTDDDDEDDKLKDEA
M
P
T
I
S
G
V
I
K
M
Y
E
Q
D
L
F
I
E
N
A
T
Q
K
D
E
I
Y
LLDINERADGLFGAMS ILAVDEQRTKMKQHNRSNKGGSASDI

L
I
Y
F
H
F
I
L
E
A
T
S
P
V
S
A
YEKS

G
A
Y
I
L
V
M

E
R
S
P
I
V
P
L
Q
R
S
M
F
L
M
V
Y
I
K
R
L
I
V
S
H
N
DG

K
V
D
E
Y
I
M
L
V
D
L
T
R
L
A
P
K
R
L
Q
V
I
A
S
G
N
E
F
T
K
V
L
A
E
T
P
K
L
E
P
A
F
M
L
Q
T
D
S
E
G
L
P
V
A
H
D
A
E
S
K
T
M
E
Q
D
I
R
T
V
A
L
T
G
I
R
H
E
Q
S
K
N
A
R

S
T
I
M
L

NTDB id 1018 ACIAD RS01685 WP 004920473.1 DLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQLATRLAS 240
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...........................MELNQYLDGMLTHKASDLYITV...GAPILYRVDGELRAQGEAL.SVADVTAL 49
NTDB id 1203 PSJM300 01605 AFN76401.1 ...........................MEFEKLLRLMVEKGGSDLFITA...GVPPSMKVNGKILPVNKTPMSPEMTRET 50
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...........................MDFNDLLNLMAKHKASDLFITA...GVEPSLKINGEITPVSKTKLDGDMIAQL 50
NTDB id 1307 DR RS10055 WP 010888596.1 .......................MTSGIDITDILRLAADKGASDIILAA...GLPPQFKLSGDYDAQGFEPLSASDTRKL 54
NTDB id 1086 NMV RS00245 WP 002218487.1 ...........................MQITDLLAFGAKNKASDLHLSS...GISPMIRVHGDMRRINLPEMSAEEVGNM 50
NTDB id 1116 NGFG RS10615 WP 003690200.1 ...........................MQITDLLAFGAKNKASDLHLSS...GISPMIRVHGDMRRINLPEMSAEEVGNM 50
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ...........................MDIAELLEFSVKHNASDLHLSA...GVPPMVRIDGEVRKLGVPAFTHSDVHRL 50
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ...........................MDIAELLEFSVKHNASDLHLSA...GVPPMVRIDGEVRKLGVPAFTHSDVHRL 50
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...........................MDIAELLAFSVKNKSSDLHISA...GMPPMIRVDGDLRKINLPPLEHKDVIKI 50
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...........................MDIAELLAFSVKNKSSDLHISA...GMPPMIRVDGDLRKINLPPLEHKDVIKI 50
NTDB id 26285 MLG RS01740 WP 011628093.1 ...........................MDIADLLAFAVKNNASDLHIAA...GLPPMIRVDGDVRRINLPEMEHKQVHSM 50
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...........................MDITELLAFSAKQGASDLHLSA...GLPPMIRVDGDVRRINLPPLEHKQVHAL 50
NTDB id 1202 PSJM300 01600 AFN76400.1 ...........................MDITELLAFSAKQGASDLHLSS...GLPPMIRVDGDVRRINLPAMDHKQVHAL 50
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...........................MDITELLAFSVQNRASDLHLSA...GIPPMIRVDGEVRRINLPAMDHSEVHNL 50
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...........................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEVRRINLPALEHKDVHRL 50
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...........................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEVRRINLPALEHKDVHRL 50
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...........................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEVRRINLPALEHKDVHRL 50
consensus *** **!****** *!!***** *********!******** *** ** *

logo

L
M
R
V
I
D
L
F
H
T
Y
A
G
K
E
S
D
M
V
I
T
M
D
S
T
N
E
Q
D
M
Q
H
A
R
K
D
R

Q
I
Q
R
A
Q
S
R
K
I
D
E
K
F
Y
RVI

K
P
T
Q
E
Q
E
D
T
N
F
K
G
F
H
R
L
R
E
A
I
L
C
V
T
K
N
D
L
F
K
A
S
M
V
I
F
A
L
V
S
E
A
K
N
R
I
L
V

D
G
S
A
R
P
D
E
G
N
KI
K
N
S
T
L
V
E
I
G
A
D
RFRVSNSVALFFMPQYHNI

T

Q
L
A
G
S
R
N
D
E
F
G
N
R
M
N
L
G
E
V
C
P
A
K
S
A
G
G
I
M
AVMILFR I

L
R
T
L
I
D
E
P
P
T
S
ASAN

Q
R
V
E
T
K

M
I
V
R
P
L
G
S
T
F
P
I
L
M
A
D
E
A
Q
E
D
M
L
H
D
K
G
Y
M
A
L
EPEQK

G
P
A
K
D
S
P
Q
E

L
T
V
I
V
L
F
I
M
R
S
Q
K
N
R
D
E
K

A
V
M
L
I
L
S
T
C
A
I
L
M
E
S
N
D
K
N
T
A
F
V
S
Y

NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLKVMSQMDISEKRVPQDGRIKLKMSKS.KTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNK 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LHAMMDDARQAEF..KQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIET..RIPTFEELKL....PEVLQNLAIA 119
NTDB id 1203 PSJM300 01605 AFN76401.1 VHGVMNEQQRREF..TENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIET..NIPTIEDLKL....PDVLKKLALT 121
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IDSITTQKQRQEF..IETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIET..KIPSPDDLHL....PPILKELAMS 122
NTDB id 1307 DR RS10055 WP 010888596.1 MYSMMNERQQRIF..EEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPT..TVRTIAEMGL....PQTVIDIANA 125
NTDB id 1086 NMV RS00245 WP 002218487.1 VTSVMNDHQRKIY..QQNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPS..TVLSLEELKA....PSIFQKIAES 121
NTDB id 1116 NGFG RS10615 WP 003690200.1 VTSVMNDHQRKIY..QQNLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPS..TVLSLEELKA....PSIFQKIAES 121
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IFEIMNDAQRSEY..EEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPT..VIPTLEQLDA....PEIFSKIANY 121
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IFEIMNDAQRSEY..EEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPT..VIPTLEQLDA....PEIFSKIANY 121
NTDB id 1283 ACE17W RS02630 WP 010947729.1 IYDIMNDRQRKEY..EEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPS..EILSMEDLGL....PPIFKEMASF 121
NTDB id 1259 GCO85 RS10305 WP 010947729.1 IYDIMNDRQRKEY..EEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPS..EILSMEDLGL....PPIFKEMASF 121
NTDB id 26285 MLG RS01740 WP 011628093.1 IYDIMNDKQRKDY..EEFLETDFSFEIPG.LARFRVNVFNQNRGAAAVFRTIPS..EVLTLDDLGA....PDVFKEIADN 121
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IYDIMNDKQRKDF..EEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEELGM....GEVFKRVSDV 121
NTDB id 1202 PSJM300 01600 AFN76400.1 IYDIMNDKQRKDF..EEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGM....GEVFRKITDV 121
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IYDIMNDKQRRDY..EEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPS..QVLTLEELGL....GKIFRDICDY 121
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VYDIMNDKQRRDY..EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGL....GQIFKDICDY 121
NTDB id 1040 H0N27 RS13360 WP 000355489.1 VYDIMNDKQRRDY..EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGL....GQIFKDICDY 121
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VYDIMNDKQRRDY..EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGL....GQIFKDICDY 121
consensus ************* ** ** ******** ***!!!***** *****!*!**** ********* * ******



logo

E
S
K
P
Q
K
RGMIL ILV I

L
I
F
V
S
V
TGAPTGTSGKTSVTSTMLYATSAGVMTVILQGNDI

H
Y
L
R
V
INAKQSTNEEKSNHTEHQSKRHSTKNPYLEHKADGNHI SILSTAVI EDPVI E I

F
M
N
I
V
L
H
P
S
E
Q
G
P
H
N
S
A
H
Q
V
N
K
A
G
N
R
K
Q
S
C
V
I
L
N
V
I
V
T
N
N

Q
P
R
K
ELVGHLSIKQRHDGTEDHLTGSYFDKSAENDIVANEALSKRANSFSTALRQEADPDMVI IML

NTDB id 1018 ACIAD RS01685 WP 004920473.1 PQGMLLITGPTGSGKTVSLYTGLNILNTE.HANISTAEDPVEINLEGVNQVNVNPKV...GLTFAAALRSFLRQDPDIIM 395
NTDB id 1177 A1552VC RS01165 WP 000422572.1 KRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMIL 199
NTDB id 1203 PSJM300 01605 AFN76401.1 KRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVIL 201
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVIL 202
NTDB id 1307 DR RS10055 WP 010888596.1 PRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVIL 205
NTDB id 1086 NMV RS00245 WP 002218487.1 PRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVIL 201
NTDB id 1116 NGFG RS10615 WP 003690200.1 PRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVIL 201
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVIL 201
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVIL 201
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIIL 201
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIIL 201
NTDB id 26285 MLG RS01740 WP 011628093.1 PRGLVLVTGPTGSGKSTTLAAMVDYVNKKEYGHILTIEDPIEFVHESHRCLVNQREVHRDTLGFNEALRSALREDPDIIL 201
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIIL 201
NTDB id 1202 PSJM300 01600 AFN76400.1 PRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIIL 201
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIIL 201
NTDB id 1060 ABD1 RS04380 WP 000355489.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
NTDB id 1040 H0N27 RS13360 WP 000355489.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
consensus **!*****!*!!*!!***********! * *!***!!!*!*** ****************** !!***!!**!!*!*

logo

I
VGEVILMRTSDYPQRLEVTAMIKDEGSRAHIYLAI

V
M
L
K
A
T
F
AAQETGHLCVLMFSAGTLHATSNTGNSAPTNAEQKSATVLITENDRLVI LRVIHNDLMFVGVFDVPEKGAADGSEFDQREHRQKANQESDQMF

I
V
F
L
W
R
L
T
V
M
A
S
N
Q
D
M
I
LASNTLENSVLNVTKRQGLSAI

V
M
V
I
T
A
SQ

A
R
K
N
S
Q
TLAVILRPKRLCSQCKRP IQ

NTDB id 1018 ACIAD RS01685 WP 004920473.1 VGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASF......NIATSVNLVIAQRLARRLCSQCKRPIQ 469
NTDB id 1177 A1552VC RS01165 WP 000422572.1 IGEIRSRETMEYAMTFAETGHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLR........... 268
NTDB id 1203 PSJM300 01605 AFN76401.1 IGEVRTRETMDHAVAFAETGHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVP........... 270
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IGEIRSREVMDYALAFAETGHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIP........... 271
NTDB id 1307 DR RS10055 WP 010888596.1 VGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLP........... 274
NTDB id 1086 NMV RS00245 WP 002218487.1 VGEMRDPETIGLALTAAETGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLK........... 270
NTDB id 1116 NGFG RS10615 WP 003690200.1 VGEMRDPETIGLALTAAETGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLK........... 270
NTDB id 1185 GTF74 RS11940 WP 000350195.1 VGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLK........... 270
NTDB id 1176 A1552VC RS01160 WP 000350195.1 VGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLK........... 270
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VGELRDLETIRLAMTAAETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK........... 270
NTDB id 1259 GCO85 RS10305 WP 010947729.1 VGELRDLETIRLAMTAAETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK........... 270
NTDB id 26285 MLG RS01740 WP 011628093.1 VGEMRDLETIRLALTAAETGHLVFGTLHTSSAAKTIDRIIDVFPAAEKSMVRSMLSESLRAVIAQALLK........... 270
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK........... 270
NTDB id 1202 PSJM300 01600 AFN76400.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLK........... 270
NTDB id 1020 ACIAD RS04210 WP 011182164.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK........... 270
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK........... 270
NTDB id 1040 H0N27 RS13360 WP 000355489.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK........... 270
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK........... 270
consensus *!!*!**!****!***!*!!!!***!!!***!*****!********************* ****! !**



logo

VPERSLLEMGFTPEDLAQPEFQI FEPVGCHDCDR
T
K
A
E
K
P
H
E
G
I
V
D
N

Y
K
G
N
Q
K
G
S
GRHIRVLGAI

C
S
V
A
F
I
V
L
Y
HEVI LMKMLI ICNAGSNITAGPERLAALVIASRAKDNI

Y
L IMRKQREGNDGEKLNTIVFYHTAKLEQLIMTNKYAGESTLIVSAALMIKAQRTASGEHTGQADRESNTAAEVKSLHGFMNVTQNTFMLRED

NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCREGYKGRVGIYEVMKITPEISKIIMEDGNAL..EIAATAETLGFNNLR 547
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................DKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQTFD 316
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................TPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQTFD 318
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................................THDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQTFD 319
NTDB id 1307 DR RS10055 WP 010888596.1 ................................RADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMVTMD 322
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................THDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGMQTMD 318
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................THDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGMQTMD 318
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................R.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTME 317
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................R.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTME 317
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................K.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQTLD 317
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................K.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQTLD 317
NTDB id 26285 MLG RS01740 WP 011628093.1 ................................K.IGGGRIAAHEIMIGTAAIRNLIREDKVAQMYSAIQTGHTAGMQTLD 317
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................K.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGMQTLD 317
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................K.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGMQTLD 317
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................K.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGATHGMTTLD 317
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................K.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLD 317
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................K.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLD 317
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................K.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLD 317
consensus * ***!****!***********!** ******* ***** !*****

logo

A
M
R
S

Q
Y
H
N
A
C
S
G
A
L
A
F
L
T
Y
Q
K
D
H
K
N
E
S
Q
G

K
L
F
I
L
Y
V
D
M
S
N
V
R
A
D
H
Q
K
R

D
H
Q
N
G
E
H
K
I
L
V

T
V
I
N
A
D
T
S
E
A
L
R
K
Y
P

P
A
D
H
E
Q

A
K
N
S
V
E
D
T

G
I
V
A
K
N
H
Q
L
R
A
H
K
L
P
S
R
T
E

S
H
V
R
A
K

T
I
A
I
S
V
E
L
Q
D
K

E
L
N
S
A
I
P
D
N
Q
S

R
E
K
L
N
P
N
D
K
S
E

E
A
M
N
S
L

S
R
F
A
N
F
L
Q
R
M
I
LKTLAGKSENRSDGEDTANSDAGKYEGPHLDLNTGGRSAEGVRSLMS

T
Q
E
G
N
P

A
L
M
V

A
E
K
T

I
L
P
R

PVPAYNSADE
K
S

S
M
E
T
S
D
F
S

T
D
D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPAT

NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSGLKKVMQGVTSLQEINRVTSE......................................................... 570
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKI........DME................. 368
NTDB id 1203 PSJM300 01605 AFN76401.1 QALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........EMSDDDPGRSFR........ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMER........KMTFDGQRRNLK........ 383
NTDB id 1307 DR RS10055 WP 010888596.1 AYLAGLFRRHLITYDKGLERAI.DPKEFARL..ANDASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT 398
NTDB id 1086 NMV RS00245 WP 002218487.1 QSLQSLVRQGLIAPEVARRRAQNSESMSF................................................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 QSLQSLVRQGLIAPEAARRRAQNSESMSF................................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 QNAKQLIARGVVDAQEVQSKIELDLKAF.................................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 QNAKQLIARGVVDAQEVQSKIELDLKAF.................................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QHLTELVNKNIISKHTAHEAAL.NKSLF.................................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QHLTELVNKNIISKHTAHEAAL.NKSLF.................................................... 344
NTDB id 26285 MLG RS01740 WP 011628093.1 QCLQHLVAKGLVTKADARPKAV.NRDLFN................................................... 345
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MCLKGLVAKGLISRENAREKAK.IPENF.................................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 SCLKGLLAKGLISRDSAKEKAK.QPENF.................................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 QSLKQLLAKGIINLPTARAVAK.SPESF.................................................... 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 QSLKGLVARGVISPQTARTAAK.QPESFL................................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 QSLKGLVARGVISPQTARTAAK.QPESFL................................................... 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 QSLKGLVSRGVISPQTARTAAK.QPESFL................................................... 345
consensus * * ** ***** * * *



logo

PAAPAAGRSEPGRAGGFGRR

NTDB id 1018 ACIAD RS01685 WP 004920473.1 .................... 570
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 .................... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .................... 383
NTDB id 1307 DR RS10055 WP 010888596.1 PAAPAAGRSEPGRAGGFGRR 418
NTDB id 1086 NMV RS00245 WP 002218487.1 .................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 .................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .................... 344
NTDB id 26285 MLG RS01740 WP 011628093.1 .................... 345
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 .................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .................... 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .................... 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .................... 345
consensus

X non conserved

X similar

X ≥ 50% conserved


