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NTDB id 1169 A1552VC RS11075 WP 000648511.1 . ............. MKATQTLP KN R K GSVS LAR.LTH
NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............... MKTIFPQEKNMR, . Q GSISFITK ISH
NTDB id 1113 AAA85695.1 219..1451(C )  ...... MAKNGGF. . .SLFINKKEKRFIEN¢RHS A SDISLMN@MSINFREE WK KIHA|(RENRPLOMTRVE . . . . . TSSK
NTDB id 1112 NGFG RS09215 WP 003689811.1 ...... MAKNGGF. . SLFKKEKRI ..... TSSK
NTDB id 1252 GC085 RSO07730 WP 011213805.1 ... ............ MDKN LTH . AAKL KQG INENDS FDR.KN
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1 MATATTVKKPRAKKNEQKSQPK YTIYE . VESHVILS QIR QG NP.V . .HNPD
NTDB id 1198 PSJM300 03950 AFN76868.1 ... ............ MAQKRIKNSVIYT . . . AGISY
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . ............. MAAKKTQVMP VIZA . FEGLLKEX
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . ............. MAVKKQM PTIgA . LEGLFKEY
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM WAG PL QAFEIVARIGH[
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM J4AG PL QAFEIVARIGH[
NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM @ G PLVQAF IVANG[HE
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1 TRQ ATM AGVPLV-E REKQK
NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM JSAGVPL Q F I
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q I3l Q
NTDB id 1402 DSB67 RS12670 WP 010643257.1 A
NTDB id 1113 AAA85695.1 219..1451( ) ANWIGAELPAJRTQ D
NTDB id 1112 NGFG RS09215 WP 003689811.1 ANNIGAELP Q D
NTDB id 1252 GC085 RS07730 WP 011213805.1 Vv FIQGFGA LPARITRINV §§MS)
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1 F FARIFGAELPAFTQ R
NTDB id 1198 PSJM300 03950 AFN76868.1 FAFGAELPAFT 'AlG LEIE
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FISIFGA LPAFTQ V NMSH
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYKEK EMLKWRKIKKA J4YPLW§V FARFGA LPAFTQ V NMSIY
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKALlKNFQILKTSGF ¢
NTDB id 1402 DSB67 RS12670 WP 010643257.1 PI GE LKA\ A FSRTLAT F AG P
NTDB id 1113 AAA85695.1 219..1451( ) F IREAAGVPL DEL STAGA
NTDB id 1112 NGFG RS09215 WP 003689811.1 A GJAT F IRFAAGVPL L STAGA
NTDB id 1252 GC085 RS07730 WP 011213805.1 A G S GEILKAIARF RTL TFAAG PL
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 384
NTDB id 1402 DSB67 RS12670 WP 010643257.1 383
NTDB id 1113 AAA85695.1 219..1451( ) QMEBSIIGEESGSLD MLNKJAIX YEWEVDN A V{ea¥L S)\ I 386
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMEBSIIGEESGFJLD MLNKJ\AID 386
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVIAIGEESGHL [IMLEKVAM YEREV NAVD LS 383
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1 QMVIUIIGEESGSLDEJMLNKVARRYYE VD AVD LSH 397
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIYAIGEESGILD MLEKVAM YEWEVDNEVD L [\ 382
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVINIGEESGE\LD ML KVAN YEEVDAVD L B 385
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVINIGEESGE\LDSJML KVAjN YENEVDNAVD L B 385
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 . 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVAMYLPIF LISV P 407
NTDB id 1113 AAA85695.1 219..1451( ) GL VAMYLP F LG 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 GIyL VAMYLP F LGH . 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 LVGGLVVAMYLPIFFLGSHAVE 406
NTDB id 26262 SHEWMR4 RS02230 WP 011621222.1 LVGGL V MYLPIF GJvVv P 421
NTDB id 1198 PSJM300 03950 AFN76868.1 LVGGL AMYLPIF GSVVR 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF GSVVES 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LVGGLV AMYLPIF GSVVR 408
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