
logo MHRLVKLENGKAGVKSVFTLSTLTASCLLMAFNSSYAAVDCASPTLEPEVWDQSSAKVYNTGGADKQVQHEKGNAYKQANRYWTQNNDNPAEQTFASGNQW
Y
A
G
E
QWEKLSLDGAS

NTDB id 26248 VCM66 RS16345 WP 001264252.1 MRVLEGKAGKSVFTLSTLTASCLMAFSSYAAVDCSTLPEWQSSAVYTGGAKVQHKGNAYQANYWTQNNDPETFSGNYAQWKLLDS 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !** !!! !!!!!!!!!!!!!!*!! !!!!!!! *!* ! !! !! !! !!! !!!! ! !!!!!! ! * !*** ! !

logo CDSGTSTGGPVDPPQTNEQAIPSTVTLTAPLSASTAQS IVKTAGEVMVNTLAADNAASDATDGSTI
V
A
S
K
RVEFFSVDGAVLVGQASTKSAPFYI

SASWTATEKGTVHEFSATKVASFY
NTDB id 26248 VCM66 RS16345 WP 001264252.1 CSTSGG....TNQAPSVTLTAPLATAQVKAGEVMTLAANASDADGSVARVEFSVDGVLVGQATKAPYSASWTATKGTHEFSAVAF 166
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus ! *!***** ! !*!!!!!! !*! * !!!!* !!! ! ! !!** *!!! !!! !!!! ! !!* !!!!!! ! !!!! *

logo DDAKGAVSTAKNSASVTLTI
V
A
S
D
S
A
V
G
QPAGNEQAPTVADVALSASTS IVDELVGGTTVVTLSTAENAADADGS IVAEKVDFYVAGGALAVGTASATAKAPYTLDNVYTAPSTKA

NTDB id 26248 VCM66 RS16345 WP 001264252.1 DDKGAVSTKNAVTLTVSDAGPANQAPTVAVALSASSVDVGTVVTLSAEAADADGSVEKVDFYVGGALVGTSAKAPYTLNYTATKA 251
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus !! !!!!! !!!!* !*! !!!! !!!!!*!***! !!!*! !!!!!!!* !!!!!!*!!! !! !!!!! !**!!

logo GASLAVYAKRATDNALGAASTDSAI
L
A
TTLTVVNGGVAPVAVASNCRPDGLYQTETGVDQVPYCSTI

VYDAEDEGREKMGAVDHPRRVIGYFTSWRASGDDPQAS
NTDB id 26248 VCM66 RS16345 WP 001264252.1 GSLAVYARATDNLGAATDSALTTLVVNGVAPVANCRPDGLYQTEGVQVPYCTVYDADGREKMGVDHPRRVIGYFTSWRSGDDPQA 336
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! !!!!!*!!!! !! !!!!* !! !!! !* !!!!!!!!!! !! !!!!**!! *!!!!!! !!!!!!!!!!!!!! !!!!!

logo

A
TYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKETWPGVE I

VDPTLGFKGHFGALATYKQKHYDGVKTL I S IGGWAETG
NTDB id 26248 VCM66 RS16345 WP 001264252.1 AYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKEWPGVEIDPTLGFKGHFGALATYKQKYGVKTLISIGGWAETG 421
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!*!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!

logo GHFDANGDNRVADGGFYTMTTNADGS INHAAGI EKFAASAVEMI
MRKYKFDGLVDIDYEYPTSMAGAGNPDYDKDGFMEPRRAQYLWASYQE

NTDB id 26248 VCM66 RS16345 WP 001264252.1 GHFDANGNRVADGGFYTMTTNADGSINHAAIEKFAASAVEMIRKYKFDGVDIDYEYPTSMAGAGNPDDKGFMEPRRAYLWASYQE 506
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!

logo LMKRVLREKLDAQASAQDGHTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFYDTGKDSELAQWNVYG
NTDB id 26248 VCM66 RS16345 WP 001264252.1 LMRVLREKLDQASAQDGHHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALYDTGKDSELAQWNVYG 591
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !!*!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!



logo TAAQYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDENGLWGRAALPNQANELCAQPGTGEGEKNNCGHNGAI
TGIDNMWH

NTDB id 26248 VCM66 RS16345 WP 001264252.1 TAQYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGENGLWGRAALPNQNLCAPGTGEGEKNNCGHGATGIDNMWH 676
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! !!!!!!!!!!!!*!! !!!!!!!

logo DLVDNAPAQGDREMGAGSNPMWHAKNLEKGIWGSYAAQAYGKLDPTVNTDTPSDKL IVGTYTVRNYDSVAVAPWLWNAEKGKVFLSTEDKAQS IDEVKAD
NTDB id 26248 VCM66 RS16345 WP 001264252.1 DVNAAGDEMGAGSNPMWHAKNLEKGIWGSYAAAYKLDPTTTP...LIGTYVRNYDSVAVAPWLWNAEKKVFLSTEDKQSIDVKAD 758
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus !* * ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!! !***!*!!! !!!!!!!!!!!!!!!!! !!!!!!!! !!*!!!!

logo YVIDKE IGGIMFWELAGDYNSCYNVLDANGKNRTAS IVDAPSTEQACAATGKNGEYHMGNTMTKAIYDKFKSVATPYGNKVATGAP I
TPATEAVDNIATV

NTDB id 26248 VCM66 RS16345 WP 001264252.1 YVIDKEIGGIMFWELAGDYSCYNLDANGKRTSVDPSEQACATGKGEYHMGNTMTKAIYDKFKVATPYGNKVATGAIPAEAVNIAV 843
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!!!!!!!!!!!!!!!!!! !! !!!!! !! *!**!!!!! ! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!* ! !!! ! !

logo

K
SVGGFKVGDQNYP INPKITFTNNTGI

Q
A
DIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGTVMHRVASFSLPAWK

NTDB id 26248 VCM66 RS16345 WP 001264252.1 KVGGFKVGDQNYPINPKITFTNNTGIDIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGTMHRVAFSLPAWK 928
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!

logo

D
SLPAGAGTYELDMVYYLP I SGPANYSTVI

K
I
S
G
N
G
N
K
VEFYAFKSFEQPDLP I

V
A
GDLNTAGGTGNGTGGNTTEGGPGNSTCGDGGTATGGLVTGYPSNTGLDPQVI

T
D
QWAVGPGNPSSTHQAV

NTDB id 26248 VCM66 RS16345 WP 001264252.1 SLPAGATYELDMVYYLPISGPANYTVKINNVEYAFSFEQPDLPVADLTAGGNTGGNTGGNTGGGTGG..GSTGDVIQWVPGSTQV 1011
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHA 1019
consensus !!!!*!!!!!!!!!!!!!!!!!!*! !*!! !!!!!!!**!! !! !! ! * ** ! ** * * ! * ***

logo

N
Q
N
QGDTKTVI

T
H
YNGKVCVFYQVANQNNPGVWWETASPSEPTGQSDNGWFSWAKETVTCNP I

Q
A

NTDB id 26248 VCM66 RS16345 WP 001264252.1 QNGTTVTYNGKCFVAQNNPGVWESP.TQSNWFWKEVTCPQA 1051
NTDB id 1300 VP RS19160 WP 005479129.1 NQGDKVIHNGVVYQAN....WWTASEPGSDGSWATV.CNI. 1054
consensus **! ! *!! ** !***** ! *** ! ! !*!* *

X non conserved

X similar

X ≥ 50% conserved


