
logo MRATGLMI
LALAALGLLSLTLP I

RFLPAQLPPSFLGWLWI
L
A
LALMAPPVLVAGLLMALLPFRTWRYPLAGFFLFGLAVWACLNSAQFWALDDRLPVADLDGERTFRWLVEG

NTDB id 262460 C0J56 RS21055 WP 134925266.1 MRTGLIALALGLSTPIFLPALPPLWLIAAMPVLALMALPFRTYPLGFFLFGLAWACLSAQFALDDRLPVALDGETRWVEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !**!!! !! * !!! !!* * !*****!* !!!! !!*!!!!!! !!!! !!*!!!!!!!! !!! ! !*!!

logo

Q
RVTVGLPDQRGRDGDGVVRFELAEDAIHSRHRATGRLPSTRTI

LRLAWFYGGPEP I
V
N
RSGERWRLAAVKRLKRPASGLML

VNPHSAGFDYESAWLLASRGR IGATG
NTDB id 262460 C0J56 RS21055 WP 134925266.1 RVVGLPQRGDGVVRFELADAHSRRTRLPTTLRLAWFGGPPVNSGERWRLAVKLKRPAGLLNPHGFDYSAWLLSRGIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! ! !!!!!! ! !!!* !!* *!!!!*!!!** !!!!!!!! *!!!! !**!!**!!! !!!! ! !!!!!

logo TI
VKADGERLR I

L
A
Q
EAAASRSGAWRDERLVRQARLALQTVDEAHNGRASGAI

LAALVLVGDGGSGLSRTAEDWQRVLQDNTGTVHLLMVI SGQHI
VGLMLAGLLVY

NTDB id 262460 C0J56 RS21055 WP 134925266.1 TVKDGRLLQ..AARGAWRDEVRQALAQVDANGRSGALAALVLGDGGGLSREDWQVLQNTGTVHLLVISGQHIGLLAGLVY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !*! ! * **! !!!!! *!! ! !*!*!! !!*!!!!*!!! !!! !! !!! !!!!!!*!!!!!!*!*!!!!*!
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LWPAQGRLAPWLPWACAGLAFACAGALGYGLWLAGFEVPVRRACALMI

V
A
G
I
LVLLWRLRFKRHQLPDGPVWLWAPLWL ILAFLAVGVLMVFVD

NTDB id 262460 C0J56 RS21055 WP 134925266.1 LLVAGAARYGLWPAGLAWLPWACALAFCAALGYGLLAGFEVPVRRACAMIGLVLLWRLRFKQPDPWWAWLLAFAGVLVFD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus *! !!*!*!! !*!!!!!!*!!!**!!!!! !!!!!!!!!!!! !***!!!!!!!!*** *! * !*! !!!* !

logo PLASLQRPGFWLSFAVAVAI
LL IMF

W
I
TFGRGRLGPVPWRSWWQRATLWLTRYAQWALMVALVGLCLPALLML IVLVGLPVSLSGPLAVNLLAVPWI SLVLVLVPLP

NTDB id 262460 C0J56 RS21055 WP 134925266.1 PLASLRPGFWLSFAAVAILMFTFGGRLGPWRWWQTWTRAQWLVAVGLCPLLLIVGLPVSLSGPLVNLLAVPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!! !!!!!!! !!!*!** ! !!!!** !! !!! *!*!!*! *!**!!!!!!!!!! !!!!!!!!!*!!*!*

logo ALLGSTAFLLPWVPLWLVGEAGLLW I
LAGGLLADLVLFEKGLLATL IVAGRWMQPAWLVAPASALVPLTWALWGS ILAVAVLGATFLLVLLLPAKGVPLRVLGTWLPLML

V
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NTDB id 262460 C0J56 RS21055 WP 134925266.1 ALLGTALLPVPLVGEGLLWIAGGLLDLLFKGLTLVAGRMPAWVPAAVPTWALGIAVLGAFLLLLPKGVPLRVLGWPMVLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!*!! *!!*!!!*!!!!! *!! ! !*!! !!!** !*! !! * !! *!!!! !!!!!!!! *** *
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VFAPPDRESHRLPEPPQGQRAE I

VWQVFLDVGQGLASVLVRTRDRHATLLYDAGPRFYGDEAFDI
VGERVVFLPSTLRKQLGLVERGRLDLML

MLSHADASDHAG
NTDB id 262460 C0J56 RS21055 WP 134925266.1 MVFPPREHLPPGQAEIWQLDVGQGLAVLVRTRRHTLLYDAGPRFGEADVGERVVLPTLRKLGVRGLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus **!*! ****! !!*! !!!!!! !!!!!! ! !!!!!!!!*!* !*!!!!! !*!! !!* !!!!*!!!!! !!!!
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MPTVGKAEVI

LSGDEPDEARLPAAELDLAGRPSCDRSTGQRRWETWDNGQVGNFESLVWRWAPQSATVENGSNQAKSCVLLMVEAAGGERLLLTGDIDAIHQ
NTDB id 262460 C0J56 RS21055 WP 134925266.1 GAPAVRNGLPTKEVISGDPDALPAELLAGPCDSGRRWEWDGVGFELWRWASAVESNQKSCVLLVEAGGERLLLTGDIDIH 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !!*!* **! !*!!*!* !!! ! ! *! *! !! ! ! ! *!!!* ! !! !!!!*!!!*!!!!!!!!!!! *

logo AERALLVDEGGPLMAELVNPAIQRWLALAPHHGSNRSSSSAMAVFLLASARLVAKAPDHGSAVL I SRGSQSGHNAFGHPHPAQVLMAKRLYQRNRASGALAE I
L
H
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L
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SL

NTDB id 262460 C0J56 RS21055 WP 134925266.1 AERALLDEPLALPIQWLAAPHHGSRSSSSMALLSRLKPHSVLISRGQGNAFGHPHPQVMARYRRSGLAIYDSAEQGAIRL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! ** ** !! !!!!!! !!!! ! * ** !!!! *!!!!!!!! !* ! ! **!*!!*!!* !

logo QLGAFEGGLAPRRTEMARDGEHPRRFYWRDEKRPAVGPPGQY
NTDB id 262460 C0J56 RS21055 WP 134925266.1 QLGAFELPRTEAGHRRYWRDRPAVGPPGQY 748
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK......... 741
consensus !!!!! *! **!*!!***********
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