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NTDB id 1069 ABD1 RS03060 WP 043960841.1 .................MQYSMRFWKNK.....YFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHS 58
NTDB id 1041 H0N27 RS14740 WP 005124713.1 .................MQYSMRFWKNK.....YFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHS 58
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...........MSIRHFFT...FFWAT........LLTLFSM....QIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHS 54
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCM....LF................................ 44
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCM....LF................................ 44
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCM....LF................................ 44
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCM....LF................................ 44
NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKLLFLF......FA................................ 10
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .........................MQIKTKI.VTLFLSLCLPTLPLLANAEETAPAA...................... 32
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .........................MQIKTKI.VTLFLSLCLPTLPLLANAEETAPAA...................... 32
NTDB id 1294 VP RS04495 WP 021449594.1 .................................MKWILTLCLVVFAPLSLA..ADTKA...................... 23
NTDB id 262379 CU052 RS00645 WP 234352423.1 .................................................MVA.TNTKA...................... 8
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .................................MKWMLTLCLLILAPMSWAE.TKTKA...................... 24
NTDB id 1362 HI 1008 AAC22669.1 ...........................MKTL...FTSVVLCGALVVSSSFAEEKATXQTA.................QSV 33
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...........................MKKLS.RYTFSLLFG.LFSATTFAEEKVTTSTE.................HTP 34
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NTDB id 1069 ABD1 RS03060 WP 043960841.1 NSSKISQTKNFNDSTGQIHLNQANVNEFQ.QLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1041 H0N27 RS14740 WP 005124713.1 NGSKISQTKNFNDSTGQIHLNQANVNEFQ.QLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1014 ACIAD RS13855 WP 004924483.1 LSKPTQ....QSGTGVKVNINSATAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1127 NGFG RS10560 WP 003703428.1 .....S....CAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVG 114
NTDB id 1126 NGFG RS09375 WP 003703428.1 .....S....CAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVG 114
NTDB id 1125 NGFG RS07215 WP 003703428.1 .....S....CAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVG 114
NTDB id 1108 NGFG RS06525 WP 003703428.1 .....S....CAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVG 114
NTDB id 1242 Cj0011c YP 002343483.1 .....L....TAFLFGAVNINTATLKELK.SLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ........QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ........QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 ........DKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 262379 CU052 RS00645 WP 234352423.1 ........AKYEGIEITVNVNTASAQEIATMLKGIGEKKAKDIVEYRNEHGPFKTVADLTKVKGIGDATVKKNEERILL. 79
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ........DKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1362 HI 1008 AAC22669.1 VTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
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