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NTDB id 108 BSU 35470 NP 391427.1 NWPVEKNSSFSKELQQTLRSIMHLLRTINRSFSDEMIE . WHI-GYITAENSISIN REYR® GQTDQRYFSFYHSSGK 79
NTDB id 615 LCA RS02545 WP 011374200.1 GQ@M............ BIACEEQIEIAARMADTQN. . . NNYSLPQIK RPAFL. V i3l LYCQRC " [apY PPl 60
NTDB id 593 KW2 RS05130 WP 021037147.1 NEIL........... AFNNFTDQVNNE KL I} TSVNAN R{GN:A® G T HIRK TN . 66
NTDB id 262364 C0JOO RSO7905 WP 104968354.1 TL............ 55
NTDB id 277 KZH43 RS10090 WP 000867601.1 |bQAY............ 55
NTDB id 236 SPD RS10765 WP 000867601.1 |bQAYy............ 55
NTDB id 202 SPR RS10250 WP 000867601.1 WQAY............ 55
NTDB id 167 SP RS11275 WP 000867616.1 |JbQAY............ 55
NTDB id 507 SM12261 RS09240 WP 000867722.1  WkQAY............ 55
NTDB id 535 SMSK321 RS10515 WP 000867726.1  WVQAY............ . 55
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NTDB id 108 BSU 35470 NP 391427.1 159

NTDB id 615 LCA RS02545 WP 011374200.1 VVERNQ K3l WAVTGAGKTEM  Q[¢ 140
NTDB id 593 KW2 RS05130 WP 021037147.1 CLINNERVRSD peYYIsIRPQ .. INC[RQ Q 144
NTDB id 262364 C0JOO RSO7905 WP 104968354.1 GYCR C LIH¢R D LYYFPFPK . LE]W GIWLTH Q- GS 0] 133
NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ ..VLKWRGQLTPFQEKVSEGLLQAVDKQKP 133
NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ MNVL.KWRGQLTPFQEKVSEGLLQAVDKQKP 133
NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ MNVILKWRGQLTPFQEKVSEGLLQAVDKQKP 133
NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ MMVLKWRGQLTPFQEKVSEGLLQEVDKQKP 133
NTDB id 507 SM12261 RS09240 WP 000867722.1 GEYYCRECLLMKRVRSDQ .. 133
NTDB id 535 SMSK321 RS10515 WP 000867726.1 GAYYCRECLLMKRVRSDQULYYFPQEDFE\KQDjR 133
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NTDB id 108 BSU 35470 NP 391427.1 ES AR QE/L RYVACHY PRTDVVLELAPRLKAAFQG.DI ALYGGSD KGRLSZHE 239
NTDB id 615 LCA RS02545 WP 011374200.1 INGAIVCLA PR VCLELYRLQF TTSE§M C 220
NTDB id 593 KW2 RS05130 WP 021037147.1 S H{e1e; VQLASPRIDVC ELBRLEIDF CQ.IPLLﬁHE.G ﬁYFR PLVVEIT HQLL FK AFDLLI 222
NTDB id 262364 C0JOO RSO07905 WP 104968354.1 |#NRA'AS GGE]VCLASPRIDVC ELYKRLMJNDFSCPHIDILLHG SEPY 1L ATTHQLLKFY FDL 211
NTDB id 277 KZH43 RS10090 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQENDFSC WIALLHGENSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 236 SPD RS10765 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQNDFSC BIALLHGE®SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 202 SPR RS10250 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQEDFSC R NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 167 SP RS11275 WP 000867616.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 507 SM12261 RS09240 WP 000867722.1 VAKVINAGGAVCLASPRIDVCLELYKRLQIYDF Clo8 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VAKVINAGGAVCLASPRIDVCLELYKRLQYDF Clo8 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP 211
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LCA RS02545 WP 011374200.1
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BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
Kw2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1
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YVDNPMLYHAVKNSVKENGLRIFLTATSTIJELDKKVR
YVDNPMLYHAVKNSVKENGLRIFLTATSTNHELDKKVR
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR
YVDNPMLYHAVKNSVKENGLRIFLTATSTIJELD KVR
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BER00RKTG PLLIFY EIpJ3G MGALSULQEMFPREK FV STTKSRKTIV AFR ILI T ILERGVTFER D
NY E QENTGYPLLIFUE IPGGCESS (4 LEEQ PIISIGFVSSH BDRLE V QFREG LE LISTTILERGVTFIRYVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKTGYPLLIFASEIKKGEQLEI QEQFPNEKIGFVSS TE RLEQVQAFRDEELTILISTTILERGVTFPCVD
SYIEKQRKTGYPLLIFASEIKKGEQLISEILQ FPEEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
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Fchmat S AAORT DU sl Ny,
463
445
430
433
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSTKKATKEIQNIMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQNIMNKEAGL 432
432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
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X non conserved
B similar
> 507 conserved
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