
logo MRW
A
F
G
L

L
M
V

I
L
V

G
A
L
F
A
VAGLCLMWALTLRQFQTLQRSPAMQLAPSPFQVGDWGLQPLRALAGLAGLVACLTLLVPALMVAGI

L
A
L
R
L
R
WGARRLHPRVLVVLHPFGVLMRW

A
L
R
V

A
P
G
L
L
A
F
A
A
F
C
G
L

F
A
A
G
L
F
C
G
VWSAACDLWNRAEQLQWARMLDRSVDRVWLAPAPVADT

NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALA.......PVGLLL........LPFRWRPLAFFLFGLVWACLNAQWALDDRLPVD 70
NTDB id 26235 H16 RS05840 WP 011614916.1 MRWFVVAFVAGCWTLQQQSMLPPQ.DGLRLGAVALTLVALGIALWGRRLHVVLHGLALAGLAFGAAFCWAAWRAELRMRDWLPAT 84
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLAC.LLAMALLRRGARLPRLVPVMAV.LAAACAGFGWSDWRAQQRLSVVLAPA 82
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NTDB id 1199 PSJM300 12650 AFN78592.1 LDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLK 134
NTDB id 26235 H16 RS05840 WP 011614916.1 LEARDLDVRGVVSGLPADAATGTRFALTVEQGDAGQPLPRRVILNWRG...................APPDLRPGQRLTLTLRLR 150
NTDB id 1426 RS RS05575 WP 011001070.1 WEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLK 167
consensus ****** * !*!**!!* ****!! * ** **** **! !**! !*! * !****!*!* !**!!*

logo RPHRSSGMLAMVNPFGSAGSFDGYAEAYAWMLLADQRDGR I
V
Y

R
GAATGTYI

V
K
R
Y

A
R
T

A
G
E
K
Q

G
R
A
I
P

A
P
R

E
N
QAALMGEADADASAGESGRLVAGLWSR I

S
V

G
E
R
A
V
WRDARALVRDQRRHLRLTAVAELPAADEHAGRFRYGAAGPAVLIATVALVI

VGDGQ
NTDB id 1199 PSJM300 12650 AFN78592.1 RPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVE..AHGRAGAIAALVVGDG 205
NTDB id 26235 H16 RS05840 WP 011614916.1 RPRGLANPFGSDYAYWLLAQGYGATGYVRRAQGPPQ.....DASAERLAWRIEAVRAAVRDHLRAALPADARFGAVLTALVIGDQ 230
NTDB id 1426 RS RS05575 WP 011001070.1 RPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALP.EARYAPVIVALVVGDQ 251
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NTDB id 1199 PSJM300 12650 AFN78592.1 SGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEV 281
NTDB id 26235 H16 RS05840 WP 011614916.1 RGIDADDWQLFRRTGVSHLVAISGLHITMIAGMAASLAGLLWRHSFGLGRWLRRPLPLWLPARQAALVAAVASALAYGLLAGMQV 315
NTDB id 1426 RS RS05575 WP 011001070.1 SGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGV 336
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NTDB id 1199 PSJM300 12650 AFN78592.1 PVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR.......LGVPSWW...... 353
NTDB id 26235 H16 RS05840 WP 011614916.1 PALRTVAMLCVAAIAVWSARAPPASVVLAWAALAALLLDPWAVMLPGFWLSFGAVAVIFFAARPGRDA....STEGRWQR.LRSV 395
NTDB id 1426 RS RS05575 WP 011001070.1 PAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRG 421
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NTDB id 1199 PSJM300 12650 AFN78592.1 .RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFE...LLAL 434
NTDB id 26235 H16 RS05840 WP 011614916.1 LAAGARTQWAVTIGLVPLTLLLFGQVSVVSPLANAVAIPVVSLLVTPLALLGAAL.PMALAGPVLAVAHLAMVALAAVLGWLSAL 479
NTDB id 1426 RS RS05575 WP 011001070.1 LRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFA...WLMPWLDAL 502
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NTDB id 1199 PSJM300 12650 AFN78592.1 IAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHAL 516
NTDB id 26235 H16 RS05840 WP 011614916.1 P...WAMWEAASAGPLALVLAALGVGLLVAPVA..TARARLHGGLLMLPMLLARGPPVAHGEFRAVMLDVGQGTAVLVRTRAHAL 559
NTDB id 1426 RS RS05575 WP 011001070.1 ALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRL 587
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NTDB id 1199 PSJM300 12650 AFN78592.1 LYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRT 593
NTDB id 26235 H16 RS05840 WP 011614916.1 LYDTGPSYASGSSAGAQVVVPLLRGEGVGRIDHLMVSHEDTDHAGGVADITAAVAVSARSTGAPAGHVLLGSA...ANDWSPCAA 641
NTDB id 1426 RS RS05575 WP 011001070.1 LFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVA 672
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NTDB id 1199 PSJM300 12650 AFN78592.1 GQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSA 670
NTDB id 26235 H16 RS05840 WP 011614916.1 GQQWEWDGVRFTVLHPLAEQAQQAAIASNARSCVLRVDAAAHSLLLTGDIGVAQERALIDRLPAEVLRADVLVVAHHGSGTSSGA 726
NTDB id 1426 RS RS05575 WP 011001070.1 GQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSG 757
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NTDB id 1199 PSJM300 12650 AFN78592.1 VFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLG..AFGGARRMRDEPRFWREK............ 741
NTDB id 26235 H16 RS05840 WP 011614916.1 AWLEAVRPSAAVFQLGYANRYRHPSGEVWERYGRAGVLRYRTDETGAVTMDTAPGGFALSVFRQAQPRYWRARPPAPR....... 804
NTDB id 1426 RS RS05575 WP 011001070.1 AFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEP 842
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NTDB id 1199 PSJM300 12650 AFN78592.1 ..... 741
NTDB id 26235 H16 RS05840 WP 011614916.1 ..... 804
NTDB id 1426 RS RS05575 WP 011001070.1 TGAQP 847
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