
logo MS
TDNRSTHLEKEEKEYTWDLSTTI FAETDAQADWETVERYEQASLTEVNQDLKAKASQSANDYAGHLLDSAKNSLLDGAITELNAYLMASLMRRLEKTI

LYVYASMKND
NTDB id 262345 C0J00 RS02855 WP 104967476.1 MTDNRSHLKEEETWDLSTIFETDQAWEVERQALENDLKASQNDAGHLLDSAKSLLDITENALALMRRLETLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !*!!!*!! ! !!!!*!!! !! !! ! *!!! !!!!!!!!! !! !! * !!!!!! *!!!!!!!!!

logo QDTTI
V
A
G
L
VYQEMYEQAKASTANLSYSLQLYSEQATFAFYFYEPEFLMAI

L
D
T
D
K
E
K
K
QLAEENFYKEVDQEPGLGLALYDHYFEKRLLAANKDHVLSQEAEELLAAGA

NTDB id 262345 C0J00 RS02855 WP 104967476.1 QDTTIAVYQEMEAKATALSSLYSQTFAFYEPEFLAITKEQLENYKVDEPGLLAYDHYFEKLLAAKDHVLSQEAEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!***!!! !!!* ! ! ! !!**!!!!*!* ! *! !!!! !!!!!!*!!! !!!!!!!!!!!!!!*!

logo

G
S
D
E I FGNGSAPATDETFSNS IVFLDNADI

V
L
T
F
YPWVSTDNDGEQGDELVVELTHGNF I STLMESKDNRDE I

VRKGAYEAMYYGTVYEQFQHTYAKQTLQGTNVVKVH
NTDB id 262345 C0J00 RS02855 WP 104967476.1 SEIFGSAAETSSIFDNADVTYPWVTNDEGELVELTHGNFISLMESKNREVRKGAYEAYYGVYEQFQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! * *! * !!!!* *!!!* !**!!!!!!!!!*!!!!! !**!!!!!!! !! !!!!!!!!! !!! !!!!

logo NYKQAKVRGHYENSARHQAALASANF IPESAVYDSTLLAESVVNKHLPLLHRYLMDKLRKQEKLVLGLDDELKMYDVYTPLSEHTDEMTAI
LTYEPEASLEK

NTDB id 262345 C0J00 RS02855 WP 104967476.1 NYKAKVRGYESARQAALSANFIPESAYDTLLAVVNKHLPLLHRYMKLRQELLGLDDLKMYDVYTPLSEHDMAITYPEALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*! !!!*!!! !!!!!!! !!*!! !!!!!!!!!!!* !! *!!!!*!!!!!!!!!!!!** !*!!*! !

logo KASEREQVLATI
VFGEKDEYSDKGRVDHARAFSTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTL IVHETGHSLHSTFTREQNT

NTDB id 262345 C0J00 RS02855 WP 104967476.1 KSRQVLTVFGKDYSDRVDRAFSERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLIHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !! *!! *!! !* !!*!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLEKEVKTDDKETRFAI LNHYLDGFKGTI
VFRQTQFAEFEHLAIHEQADAQASGQI

VLTASDF
NTDB id 262345 C0J00 RS02855 WP 104967476.1 QPYVYGDYSIFLAEIASTTNENILTETLLEEVTDDKERFAILNHYLDGFKGTIFRQTQFAEFELAIHQADQAGQVLTSDF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!! !! !!! !!!!!!!!!!!!!!!*!!!!!!!!!!*!!! !! !!*!! !!

logo

L
MNKLTYADLNEKYYGNLKSAEDNHYE IQFEWAER IPHFYMYNFYYVYQYATGFAAASYLADEKR IVHGTDEEKDKRDEANYLDTYLKAGNSSDYPL

NTDB id 262345 C0J00 RS02855 WP 104967476.1 LNKTYADLNEKYYGLSAEDNHEIQFEWARIPHFYYNFYVYQYATGFAAASYLADRIVHGTDKDRDNYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!! !!!!!!!!! ! !!!!*!!!!!! !!!!!! !*!!!!!!!!!!!!!!!!**!!!!!* !** !! !!!!! !!!!!



logo

E
NVIAKKAGVDMTNSATDYLDEAGAFKVFEDERLEVELEANLVETKGLSVHLRS

NTDB id 262345 C0J00 RS02855 WP 104967476.1 NVIAKAGVDMTSADYLEGAFKVFEERLEELENLVTKLSHR. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!!**!!!!!!*!! !!! !! ! ! *
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X ≥ 50% conserved


