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PKKTNKSKPFLKWWL ILGSGIGI STAL I LLALMVAVFFFLPLPYYI

LEMPGGAYDIRDSVLVETVDNDHKEDKTAEKGSYNFVAI
VSLQMSKQA

NTDB id 262343 C0J00 RS02395 WP 324761706.1 MNKQEFKVIEENPKKNSPLKWWLLGIGTAILLAVAFFLPLPYYIEMPGGAYDIRDVLEVDDKEDTAKGSYNFVAISQMQA 80
NTDB id 360 SMU RS02495 WP 002262039.1 ............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKA 68
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NTDB id 262343 C0J00 RS02395 WP 324761706.1 TPVALLYAWATPFTDISTSKESLGNYTEEEYIRLNQFYMETSQNEAIYQAFKLADKPVDLKYFGVYVLDVAKHSTFKGIL 160
NTDB id 360 SMU RS02495 WP 002262039.1 TPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVL 148
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NTDB id 262343 C0J00 RS02395 WP 324761706.1 GLADTVTGVNGKTFESSKELIDYVAKQKIGDKVTVQYLSDGKEKEASGKIIKLDNGKNGIGIGLVDHTEVETKTPVHFST 240
NTDB id 360 SMU RS02495 WP 002262039.1 NIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFST 228
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MIAGTGTI EGEKDGSVGDIGGADKMKVAVASAADKRDIKNADE I FFVPNNPLVPSKASTYLKEKHNP
NTDB id 262343 C0J00 RS02395 WP 324761706.1 GNVGGPSAGLMFTLDILDQINEEDLRKGRMIAGTGTIEKDGSVGDIGGADKKVVSAAKDKAEIFFVPNNPLPKSYLKEHP 320
NTDB id 360 SMU RS02495 WP 002262039.1 NGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNP 308
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NTDB id 262343 C0J00 RS02395 WP 324761706.1 DAKTNYQEAKEAAKRIKTDMKIIPVKNVQDAIDYLKKTS 359
NTDB id 360 SMU RS02495 WP 002262039.1 KALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
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