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NTDB id 262334 C0J00 RS01450 WP 104967228.1 MTSKKKLLALAGVALVSTSVLAACGNKSDSKKSDSMSYSYVYATDPKTLDYVTANGAETSELTANFVDGLLENDQYGNLI 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 .MKKSKWLALAGVALLSVGALAACSSKSST...SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLV 76
NTDB id 324 STU RS16140 WP 011226306.1 .MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLV 76
NTDB id 292 STER RS06940 WP 011681419.1 .MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLV 76
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NTDB id 262334 C0J00 RS01450 WP 104967228.1 PSLAKDWTVSEDGLTYTYKLRDDVYWYTADGEEYAPVTAEDFVTGLKHAADKKSDALYVVQDSVKGLKDYVDGKEKDFKN 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 PSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSN 156
NTDB id 324 STU RS16140 WP 011226306.1 PSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSN 156
NTDB id 292 STER RS06940 WP 011681419.1 PSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSN 156
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NTDB id 262334 C0J00 RS01450 WP 104967228.1 IGVKAVDEHTVEYTLNKPESFWNSKTTYGILFPVNAEFLESKGDDFGSPTDPSSLLYNGAYTLSAITSKSSVEMTKNENY 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENY 236
NTDB id 324 STU RS16140 WP 011226306.1 VGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHY 236
NTDB id 292 STER RS06940 WP 011681419.1 VGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHY 236
consensus *!!!!*!**!**!!!* !!**!!!!!!! *!*!!!**!!**!!*!!!**!!!*!*!!!!***!***!*!!!*!* !!!*!

logo WDAKDKNVHI
F
T
D
D
A
V
IKFLTSYYDGSDPQEDSALEFVNRNGFKTDGSAYNSLFARLVFYPNTQSPSSNFYKSAKSAVSEKEKFYGKDNI FYYATQAQPNGASTYSMAYI FGFVINLVINDRTQASNYKFMYST

NTDB id 262334 C0J00 RS01450 WP 104967228.1 WDADNVHITDVKLTYYDGSDPDSLFNNFKDGSYSFARLYPNQPSFKKASKEFGDNIYYAQQNASTYMYFFNVNRTANKMT 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFS 316
NTDB id 324 STU RS16140 WP 011226306.1 WDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYT 316
NTDB id 292 STER RS06940 WP 011681419.1 WDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYT 316
consensus !!**!!!****! *!!!!!!***!***!*!!*! *!!**!*********!***!!!*!****!!!*****!**!***!**

logo

E
AKSKTPDAESQEFKETSDSTKEKALQLNKDFRQSAVITNFAFIDRATKSAW

Y
N
QSQMVIANGEKEDAGKAADTKLGALVRNTLLFVPPSTDFVQS IADGGDKDTFGDTLVTKEDKLMESTSLYGDEWQS

NTDB id 262334 C0J00 RS01450 WP 104967228.1 EKS.PEQFEDTKEALQNKDFRQAVTFAFDRASWNSQVAGEEAKDKALRNTLVPPTFVQIDGKDFGDTVTKDLETLGDEWQ 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWS 396
NTDB id 324 STU RS16140 WP 011226306.1 AKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWS 396
NTDB id 292 STER RS06940 WP 011681419.1 AKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWS 396
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NTDB id 262334 C0J00 RS01450 WP 104967228.1 GVNLKDAQNGLYDPEKAKAELEKAKADLG.SDVSYPIQIDTVVSQTDELGVQRAKSLKQSIESNLGKENVQINILEKSEE 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSD 476
NTDB id 324 STU RS16140 WP 011226306.1 GVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSD 476
NTDB id 292 STER RS06940 WP 011681419.1 GVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSD 476
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NTDB id 262334 C0J00 RS01450 WP 104967228.1 EYLAATYNAESAEQMDYDITI.SGWSPDYLDPSSYLDIFSTAEGAASTMRLGIDSKNTELVQKVGLDKYQEHLDKASDIT 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASET 556
NTDB id 324 STU RS16140 WP 011226306.1 DLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASET 556
NTDB id 292 STER RS06940 WP 011681419.1 DLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASET 556
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NTDB id 262334 C0J00 RS01450 WP 104967228.1 DDVNARYTEYAKAQAWLSDSALVIPTI.SLGGTPGVTRIQPFTAPFSWVGNKGG.TYIYKYQKVQDKPVTTSDYEKALEK 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREK 635
NTDB id 324 STU RS16140 WP 011226306.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
NTDB id 292 STER RS06940 WP 011681419.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
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logo WKLTKKERKDKAKESNEKATQKEDLAEDKHVAKK
NTDB id 262334 C0J00 RS01450 WP 104967228.1 WKTKRDKSNEKATKELADHVAK 657
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 WLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 WLKEKKESNEKAQKDLEKHVK. 657
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