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NTDB id 26221 TERY RS08175 WP 011611383.1 MAQSSSRNPRTAIVALGNLSPFGNKLVQAGLVNIEQFQHCQIESRKTGKSLTDLVEDAIGHPLPPDLIRHYKKQQLFELMILHGV 85
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
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NTDB id 26221 TERY RS08175 WP 011611383.1 ATFDPEITPIPLEQLCYLIDKIIPIETCRRNQIIPLFSRETDLANQFVQIGKISQEKSLKALRQSSDSESSLVDELEKFAGDSLP 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE............................................. 125
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NTDB id 26221 TERY RS08175 WP 011611383.1 SSLMKDYENQQPFVMMGMVNPHNLQALDELKNILRYRGLTLQRLVITKQDYESLINYYLEEQSKKNIVKAKEAEQKELELESNFF 255
NTDB id 1410 SGL RS13950 WP 010873519.1 ........GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLT 202
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NTDB id 26221 TERY RS08175 WP 011611383.1 ESDN..QLEEADDEKEVEDIAESISAAEDAPVIKAVNIILVKALTEGVSDIHVEPQEEFIRIRMRKDGVLQEYF.RFPKKVIPAI 337
NTDB id 1410 SGL RS13950 WP 010873519.1 DIVGSIDMNLGEDKED.VDNALDSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAV 286
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NTDB id 26221 TERY RS08175 WP 011611383.1 TSRFKIIASLDIAERRQAQDGRIRKVFKGRTIDFRVNSLPSRYGEKIVLRILDSSSTQLGLDKLITDKATLAMVRETASRPFGLI 422
NTDB id 1410 SGL RS13950 WP 010873519.1 VARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLM 371
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NTDB id 26221 TERY RS08175 WP 011611383.1 LVTGPTGSGKSTSLYSILAERNDPSINISTAEDPIEYALPGITQCQVIREKDLTFANILRAFLRQDPDVLLVGETRDKETAKTAI 507
NTDB id 1410 SGL RS13950 WP 010873519.1 LVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAI 456
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logo EAALTGHLVLTTLHTNDAAGAIARLDEMGVEPSFMVSAGSLLGVLVAQRLMRKRVCSTEKCR IAEYHPESKPDEEFLRSRFYGLSVAPSGQDEEKDVFVTFYYKAN
NTDB id 26221 TERY RS08175 WP 011611383.1 EAALTGHLVLTTLHTNDAAGAIARLDEMGVESFMVSASLLGVVAQRLMRRVCSKCRIEYHPEPDEFRRYGLVPSQEKDFTYYKAN 592
NTDB id 1410 SGL RS13950 WP 010873519.1 EAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKAN 541
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NTDB id 26221 TERY RS08175 WP 011611383.1 TIPIDQREDLKQRGELCPKCNGIGYKGRVGVYEFMKITERLQTLITQRVPTEQIKEAAVEEGMKPLLQYSLNLVREGYTTFEEVE 677
NTDB id 1410 SGL RS13950 WP 010873519.1 SLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVE 626
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logo RVTFTDSTGLEASEMKRARKLARKQSANL ITCKRCTCANAELQAQEWLDECPYCMTPSRFDS
NTDB id 26221 TERY RS08175 WP 011611383.1 RVTFTDSGLEAEMKRLAKQNLICKCCNAELQAEWLECPYCMTPRFD 723
NTDB id 1410 SGL RS13950 WP 010873519.1 RVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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