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NTDB id 26220 TERY RS07450 WP 011611260.1 MLNYLKNLFQTKQPGIGIEVSPEKINLAKIQQQGDQLKLVNFATAQVPENVFSEGQIIDIPTISELIESIIADNNIKTRRVATAI 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQVATAV 85
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NTDB id 26220 TERY RS07450 WP 011611260.1 SAREAVTRVIPVPAELNDQELQDY.MNQEAGLYLPFPREQADVDYQKLGNIVDSDDDIEKVQVALVATRKEITDAYIEAFSEAGL 169
NTDB id 1411 SGL RS10685 WP 010872897.1 PMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFE.DEDGIEKVQVLLVATRREVTDSYLDTFQQAGL 169
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NTDB id 26220 TERY RS07450 WP 011611260.1 VIDILEVSNFALIRTVKDILQQYGPQEATVIADLEFDSTELAIVVDGIPQFNRTIPIGTYQMQSSLNEAMNLPPTRDTTQLLKMT 254
NTDB id 1411 SGL RS10685 WP 010872897.1 QVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMT 254
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NTDB id 26220 TERY RS07450 WP 011611260.1 IPVL..DTMGISFDKADSGTNALLKVLAELGDELRRSIDFYLNQFEDLEVAQLLLTGPGAAIGQLDDFFMQRLSLPASKVDPIEV 337
NTDB id 1411 SGL RS10685 WP 010872897.1 IPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEA 339
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NTDB id 26220 TERY RS07450 WP 011611260.1 LGLETEVEIPPEQRYGLGIVLGLGLREV 365
NTDB id 1411 SGL RS10685 WP 010872897.1 LAIDTDQNFSDIERPSLATVLGLGIREA 367
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