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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 262192 C0J07 RS00425 WP 012415783.1 ..MASVNKVILVGNLGRDPEVRYSPDGAAICNLSLATTSQWKDKASGERREETEWHRVVMYNRLAEIAGEYLKKGRSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!**!*!*!******!!***!*!* *!***!*!!!!********!!*!!*!!*!! !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDQKDNSTDGAIQEDRTYTASYTDEVIQVGVAQDNGYNGI

Q
V
E
L
MKQMLDGSGRADSNGQSEQGNEGSDGFMGAGPAFGYDEGNQQEGGGMSYGW

QN
S
V
Q
A
P
E
P
A
A
Q
YQ

G
T
R
N
S
P
W
Y
A
N
QQGGQYDPSDEQRANQYPRAKQNNNFNQGHRGQA

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQ...SRQP........A 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQ...SRQP........A 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 262192 C0J07 RS00425 WP 012415783.1 EGRLKTRKWQDKDTGADRYSTEIVAD....QMQMLGGRDGGEGG.GFGGGG...............YDEAPRQ....QRA 134
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGM..NVPAQQGSW...GQPQQPAK....QHQ 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPA......QKPAAQAEPPMDNFDDDIPF 180
NTDB id 262192 C0J07 RS00425 WP 012415783.1 PAQRPAPQ..QQRPAAPMGGGAANLADMDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQ..QYSQ....PQYNEPPMDFDDDIPF 177
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