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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF...W...WVPCLVLLGIIAGGFYWHQSQQKQKVTQN.EQLLATSASKTKP......ATKKTHQAAT 66
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSST..EKDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVS..EKEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSST..EKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS..EKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS..EKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY...K...IIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS..EKEVNKEEKEEPL 69
NTDB id 262103 LLG50 RS08995 WP 103055061.1 ...MDKILEKVKEY...W...KMIVLIVCGLIAGGIFYVLTNGQKPTTNLSVENL.SSVSRQSSV.....SKFSEP.NEK 64
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY...W...KIMLLVVCALIAGGIFYIFTNSPKPAETLSVENL.SSSSTKSSV.....SKFNSSSSEK 65
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NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNS... 155
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNS... 155
NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS..... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP..... 143
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS..... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL..... 143
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL..... 143
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL..... 143
NTDB id 262103 LLG50 RS08995 WP 103055061.1 SVSKIMVDLKGAVTKPNVYQISSD.ERLVDLIKEAGGFTDQADQKSINLSAKLKDEEVIYVPKIGENASTENTDS..... 138
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS..... 139
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NTDB id 20 SA RS08005 WP 001802022.1 ...............VHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFD 220
NTDB id 36 MW RS08230 WP 001793467.1 ...............VHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFD 220
NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........GAPS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 ..........GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 262103 LLG50 RS08995 WP 103055061.1 ..........SANSV.NSQ.VSTTTAKININQADVTELQKLTGVGQKKAQDIIDFRTKNGDFKSLEDLGKVSGFGDKTLE 206
NTDB id 595 KW2 RS08725 WP 021037687.1 ..........PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLE 209
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NTDB id 20 SA RS08005 WP 001802022.1 KLKSYFTI. 228
NTDB id 36 MW RS08230 WP 001793467.1 KLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
NTDB id 262103 LLG50 RS08995 WP 103055061.1 KLKDELCFE 215
NTDB id 595 KW2 RS08725 WP 021037687.1 KLKDEISID 218
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