
logo MLKS IG IKYQLR ITTL IPAVFLVALLFLAFI FYNGLFGKNDLKQHMSRLGEAYIRQLLPAAQYAMLRGNDDYRTLQGL INASTINP
NTDB id 261984 CAB17 RS03715 WP 101900044.1 MLKSIGIKYQLRITTLIPVFLVALLLAIFYNGLFGNDLKQHMSRLGEAYIRQLLPAAQYAMLRGDDRTLQGLINASTINP 80
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus !!!!!!!!!!!!!!!!!! !!!!!! ! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!

logo EVKALAFYNSASDGQRL ILAYRGGKHS ILHSKPFNTAPPDKFYTGDYI EKSKQINPFTINF IAP I
VTIPKFNLYSNSSTESFKENI

L
L
S
S
TPKMAI FSQRADD

NTDB id 261984 CAB17 RS03715 WP 101900044.1 EVKALAFYSSDGQLLAYRGGKHSLSKPFTAPKFTGDYIKSKQINPFTINFIAPVTIPKFNLYSNSSFKNILSPMASRADD 160
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !!!!!!!! !! !*!!!!!!!!**!!! *! *!!!!! !!!!!!!!!!!!!!*!!!!!!!!! * !! * *! !!!

logo I LGWLS IDIDTQRSLMI
L IKRYQML IVTI F ITLFGLLMVGLTIHYFLSKQR IYLMP IASRLRRSMKQI LRSNEFETE IKRTVSTSPSGELGI

NTDB id 261984 CAB17 RS03715 WP 101900044.1 ILGWLSIDIDTRSMIIKRYQMLIVTIFITLFGLLVGLTIHYFLSKQIYLPISRLRRSMKQILRNEFETEIKTTSSGELGI 240
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!*!! !!!!!!!!!! !!!!!!!* *!*!!!!!

logo I EKQGCASHLQKRKQHYLENTI
VRDLNHHI E I

VATADLQQSLELLEEKNI ELSLEKKKI
TEEKSRQKSEF IANMSHE IRTPMNGVIGFT

NTDB id 261984 CAB17 RS03715 WP 101900044.1 IEQGCSHLQKKHLETIRDLNHHIEVATADLQQSLELLEEKNIELSLEKKKIEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !! !! !!!* *! !*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLLESKLDPLQLDYVKTIKSSAQDLLGS I INDI LDFSKIDAGKLHNLDC IPLDNIRGHC IDEVLASLAASPNAHKKGIDL IP ITDE
NTDB id 261984 CAB17 RS03715 WP 101900044.1 NVLLESKLDPLQLDYVKTIKSSAQDLLGIINDILDFSKIDAGKLHLDCIPLNIRHCIDEVLALAAPNAHKKGIDLIPITE 400
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!! !! !!!!!!!!!!!!!!*

logo

I
LNVPKI

MVLGDPFLR I
VKQFI I SNLVTNAVKFTDHGYVL IRTKI

VEQETDKRDYTLCLFIATIATDTGI
LG I SPEDQNTKLFTAFNQADTS I

NTDB id 261984 CAB17 RS03715 WP 101900044.1 LNVPKIVLGDPFRVKQFISNLVTNAVKFTDHGYVLIRTKVEQETDRDYTLCITITDTGLGISPEDQNKLFTAFNQADTSI 480
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus *!!!!*!!!!! !*!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!* ! !!!*!!!!!!! !!!!!!!!!!!!!

logo TRRYGGSGLGLVICKKLCEEMHKGR I STFLATSE I
LNKGSTVFSTARYIKVEKLVAYE I

VEKNQTVHPRFAHFLKI
M
I
LCFDDNPLMHQLEAI

L
C
GNG

NTDB id 261984 CAB17 RS03715 WP 101900044.1 TRRYGGSGLGLVICKKLCEEMKGRITFASELNKGSVFTAYIKVEKLVAYEVEKNQVHPFAHFKMLCFDDNPMQLEALCNG 560
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!!!!!*!!!* !!*!!!! !*! !!!!!!!!!!*!!!! !*!!! !**!!!!!!**!!!**!!



logo LGFYWGI EKAC IARVDPSFLNKQLASNR I
KLKTKNHNKDCKNIAF ILNI

VNKQGCYEQRQAIATEKL IAEKHKNQYFIPFYVL ITSKWLP INDFYATALGAQRGFLYKP I S I
NTDB id 261984 CAB17 RS03715 WP 101900044.1 LGYWGIKCIAVPSLNQLANKLKNNKDCNIAFLNINKGYEQQITKLIAEHNYFPYVLTSKWLINDYTALGAQGFLYKPISI 640
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!*!!! *! !*! ! ! ! *!!! !!!*!*! !*! ! !!! ! !*!! !!!*!!!* !!!! !!!!!!!!!

logo QKLQDI
L I ES ILATNEQENNQI

TEKNSTVNHQELDEGTLREQLRFLHPDE I
LL IAEDNPVNKMLLDTSLLGNNTNRANITVATVDDNGEMAVSTAVCENDEKKFYDS

NTDB id 261984 CAB17 RS03715 WP 101900044.1 QKLQDIIESLTNQENIEKSVNHELEGLREQLRFLHPDLLIAEDNPVNKMLLDSLLGTRANIVAVDNGEMAVSVCNEKKYS 720
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus !!!!!*!!!* ! * !! !*!!* !!!!!!!!!!**!!!!!!!!!!!!! !!! !!! !! !!!!!* ! *!!*

logo

L
MI LLDLHMPKI

LNGLEAAKRLMIRQKSELFMNKRHSTP IVL I STANSGSRSDLVNSDS IDLMKKSGVDNFCFLQKP IDEKQLL IQI LR IAVDKATKHASA
NTDB id 261984 CAB17 RS03715 WP 101900044.1 LILLDLHMPKINGLEAARLIRQKSEFNRHTPIVLISANGRDVNDIDLKKSGVNFCLQKPIDEKQLLIQILRIADKAKHSA 800
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus *!!!!!!!!!*!!!!!!**!!!!! !*!*!!!!!*! !* !!*!!!!! !! !!!!!!!!!!!!!!!! !! !! !

logo IDWQLCVQKAVSGNQASLAEEFLAKRF IVEEL IYKNREEFL I EQLMHEQKNVKGQLAGDEALAHKLHGACCFCSGVP I
TLQKKRVAVQLVEKLAARHRAT

NTDB id 261984 CAB17 RS03715 WP 101900044.1 IDWQLCVQKASGNQSLAEEFLARFVEELIKNREELIQLMHEKNVKQLGEAAHKLHGACCFSGVPTLQKKVVQVEKLAAHA 880
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus !!!!!!!!! !!!! !!!!!!!*!*!!! !!!!! ! !!! !!!! !** !!!!!!!!!!*!!! !!!*! !*!!!! *

logo ANSAIADENLAETAPFATDEL IQS IDAVI SEYENQKYI
S
K
Q
T

NTDB id 261984 CAB17 RS03715 WP 101900044.1 ASIAELATPFAELIQSIDAVISEYENQKIKT 911
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ. 910
consensus ! !! *! *!!!!!!!!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


