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NTDB id 1466 ASU2 RS09750 WP 015674213.1 PEKRWIESALAWAEQPNQRLLTLFDEEYPFLLRQISTAPPVLFVRGSISSLSLPQ.......IAIVGSRDFSAYGEYWAGYFSEQ 133
NTDB id 26192 DEIDE RS13420 WP 012694508.1 ....QAEAELHLAQQLGVTLLGRGLSGYPQALEALGDPSPVLWVRGS.....LPELPVVPRSIGIVGTRAASPHALSMARMLAAE 156
NTDB id 1314 DR RS00625 WP 010886768.1 ....EARAELNKAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGE 153
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NTDB id 1466 ASU2 RS09750 WP 015674213.1 LIKHHLAVTSGLAIGIDGFCHQRAVAE.....QGITIAVLGSGLDQVYPARHKKLAEQIVESGGALVSEFFPNHPPLAENFPRRN 213
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NTDB id 1466 ASU2 RS09750 WP 015674213.1 ETEQAVEKTQFFAKANMPNKVNHFAKKLPEMTACQQQIVEHIGLNPISIDDLAKATALEVETLLVELLGLELLSVIKQVSGGYVR 383
NTDB id 26192 DEIDE RS13420 WP 012694508.1 P................................DQAAVL.EALTAPATLDDLRAATGLCLPELQTALVMLQLQGLAEESGGRWVR 368
NTDB id 1314 DR RS00625 WP 010886768.1 P................................EQARVL.RALQTPATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSR 370
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