
logo MGRDGVQRLESASLSTLNYRNLAPCGTLNSFPAEGVTGI
V
F
YGENGAGKTNLLEAAYLALTGLQTDAVPTR I

LEQL IVQASGEGTEAYVRADLEQQSGGSLS IQ
NTDB id 26187 DEIDE RS08250 WP 012693496.1 MRGVQLESLSTLNYRNLAPCTLSFPAGVTGVFGENGAGKTNLLEAAYLALTGLTDVTRLEQLVQSGEGEAYVRADLESGGSLSIQ 85
NTDB id 1315 DR RS05615 WP 010887732.1 MGDVRLSALSTLNYRNLAPGTLNFPEGVTGIYGENGAGKTNLLEAAYLALTGQTDAPRIEQLIQAGETEAYVRADLQQGGSLSIQ 85
consensus ! ! ! !!!!!!!!!!!*!! !! !!!!**!!!!!!!!!!!!!!!!!!!! !! *!*!!!*! !! !!!!!!!! !!!!!!!

logo EVGLGRGRRQLKVDGVRAVRATGDLPRGGSAVWIRPEDSELVFGPSPSGRRANFYLDASLLSRLSARYAGEQQLASRYDERTVSQRNAALRGSGEEW
NTDB id 26187 DEIDE RS08250 WP 012693496.1 EVGLGRGRRQLKVDGVRVRAGDLPRGSAVWIRPEDSELVFGSPSGRRNFLDALLSRLSARYAQQLARYDRTVSQRNAALRSGEEW 170
NTDB id 1315 DR RS05615 WP 010887732.1 EVGLGRGRRQLKVDGVRARTGDLPRGGAVWIRPEDSELVFGPPSGRRAYLDSLLSRLSARYGEQLSRYERTVSQRNAALRGGEEW 170
consensus !!!!!!!!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!*!!!!! *!! !!!!!!!!!* !! !!*!!!!!!!!!!! !!!!

logo AMHVWDDAVLLVKLGSTDE IMLFRRRALTRLDSELAAREANAEAQLGSRKPTLAVLGTLSTESTSTPETYAAHDLRGSRRAEELARGSTAVTGPHRDDLLTLM
NTDB id 26187 DEIDE RS08250 WP 012693496.1 AMHVWDDALVKLGSDIMLFRRRALTRLSELAAEANEALGSRKPLVLGLSESTTPETYAHDLRSRRAEELARGSTATGPHRDDLTM 255
NTDB id 1315 DR RS05615 WP 010887732.1 AMHVWDDVLLKLGTEIMLFRRRALTRLDELAREANAQLGSRKTLALTLTESTSPETYAADLRGRRAEELARGSTVTGPHRDDLLL 255
consensus !!!!!!! !*!!!**!!!!!!!!!!!! !!! !!! !!!!!*! ! !*!!!*!!!!!*!!! !!!!!!!!!!! !!!!!!!! *

logo TLGDFPASTDEYASRGEGRTI
VALALRRAELELLAREKRFGEDKPVLL ILDDFSTAELDPHTRRAQFYLLDLAASVPQAIVTGTELQAPGAALTLRA

NTDB id 26187 DEIDE RS08250 WP 012693496.1 TLGDFPATEYASRGEGRTIALALRRAELELLAERFGEKPVLLIDDFSAELDPTRRAFLLDLAASVPQAIVTGTEQAPGAALTLRA 340
NTDB id 1315 DR RS05615 WP 010887732.1 TLGDFPASDYASRGEGRTVALALRRAELELLREKFGEDPVLLLDDFTAELDPHRRQYLLDLAASVPQAIVTGTELAPGAALTLRA 340
consensus !!!!!!!**!!!!!!!!!*!!!!!!!!!!!! !*!!! !!!!*!!!*!!!!!*!! *!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo

H
QAGRFTPEVAPDEEPEVMSAQAQEVAGTVADEVGA

NTDB id 26187 DEIDE RS08250 WP 012693496.1 HAGRFTPEPEPVSAQVAVDEVGA 363
NTDB id 1315 DR RS05615 WP 010887732.1 QAGRFTPVADEEMQAEGTA.... 359
consensus *!!!!!! *** * ****

X non conserved

X similar

X ≥ 50% conserved


