logo

NTDB id 261864 CYK58 RS00770 WP 126130758.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 261864 CYK58 RS00770 WP 126130758.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 261864 CYK58 RS00770 WP 126130758.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 261864 CYK58 RS00770 WP 126130758.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

<0

logo

NTDB id 261864 CYK58 RS00770 WP 126130758.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

WA TR LSO LT TS AL

MNKW KGE\ VF GGFATITTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
MNKW KGWY VF GGFATITTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
Ul ok Db DL b L brrr ettt

AR ICHEEF Dl T AROE LD LG PO NG DK T

ALKALNSKEMNMSKEETEFQySPPIDLK NTTPPKKDFSLKQLDLLABRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKALNSKEMNMSKEETFIASPPIDEIYNTTPPKKDFSLKQLDLLAINRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
PULLLE L L b bsksksk DL bttt bbbt

\
KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS

11201 LTRRCAR L LR PLLY UL ARG e L

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKERATNFFGDYLL QL

RITITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKE®ATNFFGDYLL QL
I

0 MFLARCH S YT PR A

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKR 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376
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X non conserved
B similar
> 50% conserved
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