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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYH.TIKVWYV....LQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHT..LQGQQQF 73
NTDB id 1314 DR RS00625 WP 010886768.1 .MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAP.LTELRRVEGLDSR....SVAAIGGAKAAEEA 74
NTDB id 261280 CXB49 RS19310 WP 101709870.1 .........MNESIEDWLRLALTPGIGPLGFLKLIDAFGSARHAVAAR.AAQTEKLVGREAA.EAL....RD.GAADEAV 64
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAP.AEQVAALIRHKQALEAWRNAEKR.ALARQAA 70
NTDB id 1089 NMB RS00600 WP 002224767.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAP.AEQVAALIRHKQALEAWRNAEKR.ALARQAA 70
NTDB id 1122 OK783 RS09595 WP 003705341.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAP.AEQVAPAVRHKHALEAWRNAEKR.ALARQAA 70
NTDB id 1120 NGFG RS10355 WP 020997408.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAP.AEQVAPAVRHKHALEAWRNAEKR.ALARQAA 70
NTDB id 1361 HI 0985 AAC22646.1 .........MNDITYTLLRLMQVPKLGGVGIDKILSNITLN.ELLNYD.DVAFRQMGWGAIQIRRWFKP......EAKFI 63
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNL.QPLLALNRMKRIGPRTVLKLQ.KRWPD.LNLMF....QLSSVDLEEAGLPSWLAQTIK.NFDPDFI 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDL.AAWLKLSCLPGIGGVKMNKLLSKDTPS.NIVQYS.TEQLQLLGLTAKQLQAWSQV.......DKEV 66
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 EKMLAQLQT.HTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSL.......IQPQIAVVGSRKPSPHGRQVAYDFSYF 145
NTDB id 1314 DR RS00625 WP 010886768.1 RAELNKAAE.RGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGE 153
NTDB id 261280 CXB49 RS19310 WP 101709870.1 GAALAWADG.DGCHLITLLDADYPPQLAEAASPPPLLFARGRRELL.......SRTMLAIVGSRAATPQGKRNAEDFSSA 136
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKS 142
NTDB id 1089 NMB RS00600 WP 002224767.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKS 142
NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRA 142
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRA 142
NTDB id 1361 HI 0985 AAC22646.1 EPALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTAL.......SQRQMAMVGSRYCTTYGEYWAKHFATE 135
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSAL.......TQPSLAIVGSRNASVTGNENARAFSRE 136
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL.......PQPQIAMVGSRNASVDGLQHTRTFASD 139
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 LSEKGFYITSGLAHGIDEAAHQGSLVHH......RAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAH 219
NTDB id 1314 DR RS00625 WP 010886768.1 LAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRM.....VVVSEYPLGTGPAQHH 228
NTDB id 261280 CXB49 RS19310 WP 101709870.1 LARHGYTIVSGLASGIDAAAHQGALAQP.....ASTVAVIGTGIDRVYPAANRQLAHRI.AVEGLILSEFPLGMGPLAGH 210
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LGGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1089 NMB RS00600 WP 002224767.1 LGGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1122 OK783 RS09595 WP 003705341.1 LGGKGIPTVSGMASGIDTAAHQGALEAE.....GGTVAVWGTGIDRIYPPANKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1120 NGFG RS10355 WP 020997408.1 LGGKGIPTVSGMASGIDTAAHQGALEAE.....GGTIAVWGTGIDRIYPPANKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1361 HI 0985 AAC22646.1 LSLAGFTITSGLALGIDGHCHQAVVNIQ.....GQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAAN 210
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ISRHGVSIVSGLALGIDAHAHLGCLEGG.....GKTIAVLGTGIDCIYPRRHLKLAEQI.TENGLLLSEFPLKSPPIAGH 210
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LVQHDLIVTSGLALGIDGHAHDGALLAG.....GKTIAVLGSGLEQVYPARHRGLAQRV.AENGALVSEFRPDAKPRAEN 213
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 FPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPT 299
NTDB id 1314 DR RS00625 WP 010886768.1 FPSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGL 308
NTDB id 261280 CXB49 RS19310 WP 101709870.1 FPRRNRIIAGLARGCLVVEAGIASGSLISARLAMENNRDVMAIPGNIHNAQARGCHRLIRDGARLVESPDDVLDEIGRLS 290
NTDB id 1094 KZH42 RS01320 WP 002224767.1 FPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLL 296
NTDB id 1089 NMB RS00600 WP 002224767.1 FPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLL 296
NTDB id 1122 OK783 RS09595 WP 003705341.1 FPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLL 296
NTDB id 1120 NGFG RS10355 WP 020997408.1 FPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLL 296
NTDB id 1361 HI 0985 AAC22646.1 FPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS 290
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEH 290
NTDB id 1399 DSB67 RS15600 WP 010645755.1 FPRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLL 293
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 HWHSQSTASGEANAD.................DSGKTDD...ADLPDDLLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQ 359
NTDB id 1314 DR RS00625 WP 010886768.1 AP....................................APAVPDLPP.EQARVLRALQTPATLDDLAATTGLSIPELQTA 351
NTDB id 261280 CXB49 RS19310 WP 101709870.1 AA..................................PPTP..PATPPQATPLLAAMGWEPVLAESLAAPLGLTAGEVYAM 334
NTDB id 1094 KZH42 RS01320 WP 002224767.1 QNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEK..TENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAA 374
NTDB id 1089 NMB RS00600 WP 002224767.1 QNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEK..TENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAA 374
NTDB id 1122 OK783 RS09595 WP 003705341.1 QNTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEG..AAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAA 372
NTDB id 1120 NGFG RS10355 WP 020997408.1 QNTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEG..AAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAA 372
NTDB id 1361 HI 0985 AAC22646.1 IHSQTE.................IDFDQIAVPNYTPPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQ 353
NTDB id 1250 GCO85 RS13065 WP 027219989.1 H.......................QFTS.NKPIFSLASG.........KENLVKFIGFETTTIDQIIDRSGYGMEQVTSG 337
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DW......................SINQ.SLDLFSAPIDE....EELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQ 346
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 LMELELLGVCIQQSGRYLRCRSPY 383
NTDB id 1314 DR RS00625 WP 010886768.1 LVMLQLQGLAYEVGGRWSR..... 370
NTDB id 261280 CXB49 RS19310 WP 101709870.1 LLELELDGQVASLAGGRFQRLAQL 358
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 LLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 LLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1361 HI 0985 AAC22646.1 LLDLELQDLIISENGLYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LLELELSGHVVAVSGGYIRKGRG. 369
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