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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNT.... 69
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNT.... 69
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ...MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADA.....GAF 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGS.SVF 79
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP.STA 71
NTDB id 261278 CXB49 RS19000 WP 101709818.1 .....MKTRQIQQGFTLIELMIVVAIVGILAAIAIPAYQDYTKRARVTEGLALADAAKTAVTEYYSSNNAFSTTGT.SPY 74
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.AT. 69
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.AT. 69
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NTDB id 1109 OK783 RS10670 WP 157147416.1 .........SAGVASA.STIKGKYVQKVE.....VAKGVVTAQMAST...GVNKEIQDKKLSLWA.........KRQDGS 122
NTDB id 1119 NGFG RS11465 WP 017147169.1 .........SAGVASPPTDIKGKYVKEVE.....VKNGVVTATMLSS...GVNNEIKGKKLSLWG.........RRENGS 123
NTDB id 1400 DSB67 RS12660 WP 010643261.1 KTKCHQ..TANGIPAA...FTLNNLTV..TPAAGAASGAISITVNAANDKGPIKQN...........EKYILTATYASNG 134
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVPA.ATSTGA 150
NTDB id 1424 RS RS02795 WP 011000517.1 TPT...................KNVANLTIAGTGTVPGQITVTYTTAAGG.......GTLALVPTAAGTALPVSSAPSGP 133
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSS......CVGVQEISASNATTNVATAT..CGASSAGQIIVTMDTTKAK.......GANITLTP.........TYASGA 127
NTDB id 261278 CXB49 RS19000 WP 101709818.1 NTSY....GLAGAASI....TGNSVS..Q..VAVLASGVIQITYNSTVSS.......GALLDLVP.........AITSGS 126
NTDB id 1274 LPP RS09530 WP 011214168.1 ........GYV..SPA....ATPNVA..S..IAIGANGVITITYTAAAGG.......GTIVMTPT.........LQANGD 115
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........GYV..SPA....ATPNVQ..S..IAIGANGVITITYTAAAGG.......GTIIMTPT.........LQANGD 115
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NTDB id 1109 OK783 RS10670 WP 157147416.1 VKWFCGQPVTRTGDNDDT..VADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 VKWFCGQPVTRADDDTVA..DAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1400 DSB67 RS12660 WP 010643261.1 VTWSSECKDAT..............NAVQTSYCP........... 154
NTDB id 1188 NELON RS01755 WP 003772458.1 IDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 IMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 VTWKCTTTS...................DKKYVPSECRG...... 147
NTDB id 261278 CXB49 RS19000 WP 101709818.1 VTWACTYTGSGATA....I...AAGSQLLANWVPTSCRQ...... 158
NTDB id 1274 LPP RS09530 WP 011214168.1 VTWTCT..................GGTLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VTWTCT..................GGTLLAKYRPASCRP...... 136
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