logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

IR

A

1

LA

1 A

DTN AR e

1

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI KB IGRGGMADVYLANDLILDWE VA KVLRTNYQTD[ AVARFQREARAMA L HPRIVINIMIDIG

)0 el LT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQ LEMEYVWGEDLKR INEEAP B E LEAMBLAHE GIVHRDLKPQNILLTEDGERJKVTDFGIAVA
K

5RO o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

Ml st s

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR

QALENV IKATAK L RYR 83 MERIDL LSYNRSREEKL FI VE . STKELPKV PVPMYQTKSSV.APRTSG

KL FB . . DERUPIRACRENMAANSBAAQSLKNKTSNQD
K FD M . . DANGNRIQUDPVPS AR EKKAVAAEPSEPT
[ N * Pokosk bl skskoe |k kokokk Dok | oskokokok [ % 5k 3k 3k %k o Kk k * % k % *

QALENV IKATAK LT RY SpNNEMIHNDLIY SL{MZNREJIE

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
319
319
319
316
318
318



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

g YOaue AR AL Lo vsbeL e Tl N rvhelfol e

‘ﬂ’§| ST ¥AVLV 1

KNPSQAVTEETYQPQAPKKHRFKMRYLI.LLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK

EEVDHKEKPKTKPAIFK P\ L AGF K TFF I LIJANG IA\VIBT

PABEJKQPRKKITPAKKKESENIF STLMK VFMBLMFEGIIIFA
* % % % k * *k kkkkk | sk okoskook sk ok ok sk skosk sk sk sk sk sk sk sk ok skokskosk sk sk skokok |k skskskok |k |k | oskokok sk k| % ok sk sk k ok ko | okokok

e A A TR e, Sl ol e Ml

TEASEKVEEGRITIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS

KMENTAWMS(E
KIEDBNWGA[E
EVEDBS\B T

kokokokokok Dok Pokokseosk Do Dk 1| k11 skokoekokok | * % %k k ok ok *k |k Pokoksk kb skokokok |okokokok

BN TY L YL STl Y TAKATEISLENN CRSTR S oKy oE [ IE .. s

EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE ........
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E [Aus
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E [ E
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E |Aus E
...................................................................... PNPENYS
Y SN GEPK PEKIRYHPESDKK . [ITLKV . MLKNSTYE INTAMGE@SSSRINYAY . .DASDYSS
VI2DBSEAECEMRS[ASIP GKNK PKD.KAK KFRVATPKI VT.LTV TA NR.N SSSS EYHDYNTGAKL.

sk ok ok ok % ok k ok Kok k * % %k %k ok % ok % ok Xk * % ok %k ***** * % ok % ok

eSSBS T IL!DVSKB;%V!WAKKVT&N;LQSXQ SSLEFTNLIQIVC EA EWE TN

EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG

RIS SERH]
S LQ SSSS

* ok %k k ****!*!

398
398
398
398
393
398
398

469
469
469
469
473
469
470

541
541
541
541
483
543
550

621
621
621
621
546
594
596



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
261188 SPSF3K RS09640 WP 004234985.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

)

il

8L |

HSSST
* % ok % ok %

S -

. SiE

X non conserved
B similar
>50% conserved

659
659
659
659
579
616
624



