logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.

146
216
182
257
467
384

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

1

1

1

1

i

1

LA

I

)

(VMR AR e

IA [N
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

) 0 LT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRY@KEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
PTU L DDk sk % DL bk DL ok ] 1%

05O o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGII|® EMLTG IPYDGDSAVTIALQHFQKPLPSVIBYENEWVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENRSSVP

CALE T st )5Sl omeuEskLFoe s L KYészgi%Ag@S s

QALENV  KATAKKLIJARY SV EMYEDL S LSj§| R{NE)4 .

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVE
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVE

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVR

.. .SLKNKTSNQ
[ I PR s Dbk Dok | Pk D D Dskskk o ko kokckskskkokokk DU D Dk x * k k * % % %

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
318
318
318
318
317
317



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.1

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

261105 CRHO8 RS02280 WP 009909429.1

146
216
182
257
467
384

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

M ket Bl as L vl e T N Qo

EaNRTNIKA o I/\Ll\/ /\AL A =TS

* %k 3k sk >k >k 5k 5k 3k k >k k ok %k k >k * % % %k % % *  skckokokokokkkkkkok | kokk Dok Dok Doskskkok |k *kok ok ok kkokok |k

egEaoE N TME K Scctl s O v, o e

ko okokokokokok |okok |kok [ kokkok ko ockokokok |k ok kok ook 3k ok ok ok ok ok sk ok ok ok ok ok kD kokk kokokokokok %k ok K ok ok ok

@meﬂKLWLWM&%Mﬂﬁ%hmmﬂmmmmmm

IWEEEMISEPGKNK :
SEEMCEP K PEKR(HPESDKK . TEKY . - . -

sk |okokkok % 5k 3k 3k %k k %k % k k wok % | % % * 5k k k o % % % 5k %k %k k % %
VANTELAKCS | INLV I SKCKEL 11/PDLTS NYTYSQARSQ{HQ é EYBA RKEQE&YY«5E§B¥V¥YQ
PVANTELAKGSIINLVISKGKELIMPDLTSGNYTYSQARSQLQALGVNAESIEK E DRSYYSHMTSD IMIG( Y)Y

IETAMG SSSRIKAY..DASDYSSEISEPSSSSL \48QSP

1 sk skosk sk ko k kok ok |k * % 5k 5k %k 3k ok k EEE NN

398
396
396
396
396
396
396

473
475
475
475
475
476
475

550
526
526
526
526
527
522

623
557
557
557
557
565
559



S merall T S0 Sy o AEIENELTAZ e e Ry

NTDB id 261105 CRHO8 RS02280 WP 009909429.1 664
NTDB id 146 SP RS08570 WP 000614538.1 637
NTDB id 216 SPD RS08205 WP 000614552.1 637
NTDB id 182 SPR RS07820 WP 000614552.1 637
NTDB id 257 KZH43 RS07655 WP 220041236.1 637
NTDB id 467 HSISS4 RS06915 WP 021143821.1 .. 620
NTDB id 384 SMU RS02325 WP 002263039.1 YYINIVS S|SNDDISRRYVAS T S GGEJH GSSSSESSNS 616

consensus * kokokokk |k | oskoskkk ok * Pskosksk | oookok * * % % kokkkkkkk | kkk *

VOLUKTRVK IS IYKPKTTSAT

NTDB id 261105 CRHO8 RS02280 WP 009909429.1 ...................... 664
NTDB id 146 SP RS08570 WP 000614538.1 VDLNKTRVKISIYKPKTTSATP 659
NTDB id 216 SPD RS08205 WP 000614552.1 659
NTDB id 182 SPR RS07820 WP 000614552.1 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 659
NTDB id 467 HSISS4 RS06915 WP 021143821.1 624
NTDB id 384 SMU RS02325 WP 002263039.1 616

consensus

X non conserved
B similar
> 50% conserved



