logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
2610
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
52 CUVO1 RS00815 WP 101461761.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

oS TRl

KmbggJi5559§5§§KAL§éAL§§.ﬁK@F KNgiYBLDEE<?§?§.

|

AKKE. ELV
MATKKK...TNFDDITKKYGAEBRDI\CNSAD/NEA LANAYD)ECCISURIIANCE A |

.MAKKP...KKLEEISKKFGA IMRLG 1S

.MAKKP. . .KKLEEISKKFGA IMRLG |3

.MAKKP...KKLEEISKKFGA IMRLG 1M

.MAKKP...KKLEEISKKFGA IMRLG 3

.MAKKP...KKLDEISKKFGA IMRLG |3

.MAKKP...KKLDEISKKFGA IMRLG 1S

.MAKKL...KKNEEITKKFGD MRLG |33

.MAKRI...KKTEEITKKFGD MRLG 3%

................... IM LG )8 LDWALGMGGMP GRI
................. K. LDIXALGEIGGMP GRI
MSKD. ... .

MA......... KTETTSPND

.MAT.....ASILDMNDKRSA IO ()Y CNRNe KDSPVTE

.MAENKKSSKNNTVVKQVEPEQ IEKNFGKG IM LGNSR S

.................. TEKNFGKGE\IM S

.................. IEKNFGKGIIM S

.................. TEKNFGKGE\IM S

MEDG........ IEK[NFGKG IM S

.................. IEKMNFGKG IMRLG S

.................. IEKNFGKG IMRLG S

.................. S

.................. S

.................. S

kok ook ok Dl okokokok ok * N e N N AR



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
261052 CUVO1 RS00815 WP 101461761.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
Pk DL DD DD D

* % | | * I x

0 ATt A LRERAAD e Nt L

ANOKHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANNOKGGINAF IDAEHALDPRY AINALGVN
ANNQxRGCINAF IDAEHALDPRY AINALGVN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPIY AFNALGVN
ANQKNGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGMNAF IDAEHALDP\Y AMMLGVN ELL
ARYQKNGGAA IDAEA DPYANALGVN D LL
ANQOKINGGYR8AF IDAEHALDP|YY ARFNL GVNEDELL
A KNG GYf8AF IDAEHALDJRAY AVSYL G VNJYD L|
A KNG GYRSAF IDAEHALDYEIY ARSILGV Iy

AN KNG GUf8AF IDAEHALD|gIY AKSILGV  Jy

AIINQKYJGGIWNAF ID AEHARGDIgNEIY ABSLG N EL
AIANQOKISGGNMMAF DAEHALDP[NYAJASLGVN DELL
AWAQKFENEAF IDAEHALDP|YY ARSI GVNJDELL
VOAF DAEHARDPYY ARISL G V]S
F

VGAF DAEHARIDPNY ARINL G VY
VEOAF DAEHARIDPNY ARINL G V]S
INSAFIDAEHALD\MNY ADISL G V]S

IR

YN

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
SQPD
SQPD
SQPDYGEQALEIY
SQPDRGEQALEIN
SQPD GEQALEIM
L SQPD GEQALEIM
SQPDEGEQALEIN
SQPD GEQALEIN
SQPDGEQALEI[H
GEQALEI®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI®
GEQALEI®
SQPDEIGEQALEIN
SQPDRNIGEQALEIN
SQPD GEQALEI
EEIEE

kx| %

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
154
158
142
142
142
150
141
141
141
141
141



NG

50, v LR Sl FIRRALY. ETT AR
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 314
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfYGEGIS K 313
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 294
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 296
NTDB id 1313 DR RS12030 WP 010888966.1 R .QPTKVGNDA KRVKNKVARPF G 309
NTDB id 1245 Cj1673c YP 002345041.1 R .. TL.KQN KVVKNKVAPPF DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R .SL.KQNEQH BNKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....AL.KQNEQH BKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 309
NTDB id 261052 CUVO1l RS00815 WP 101461761.1 R ..SI.KDRBEV KVVKNKVAPPF IMYGEGIS D 308
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R ..VV.KDGBEI KVVKNKVAPPF IMYGEGIS I 312
NTDB id 1130 NGFG RS03960 WP 003688695.1 R . .SI.KKGEEV KV KNKVAPPF D 296
NTDB id 1124 NGFG RS03960 WP 003688695.1 R . .SI.KKGEEV KV KNKVAPPF D 296
NTDB id 1123 0OK783 RS03845 WP 003688695.1 R . .SI.KKG KV KNKVAPPF D 296
NTDB id 1427 RS RS02760 WP 011000510.1 R . .SI.KKG KVVKNKVAPPF D 304
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R . .AT.KEG KVVKNK APF D 295
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R . .AT.KEG KVVKNK ARPF D 295
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .QV.KEG KVVKNK APPF D 295
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .QV.KEG KVVKNK APPF D 295
NTDB id 1205 PSJM300 05545 AFN77183.1 R .AV.KEG KVVKNKVAPPF D 295
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