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NTDB id 7 SA RS10585 WP 000688492.1 .MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLST.DINGIKLGSEIRKH 78
NTDB id 420 DQL23 RS10740 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQH 78
NTDB id 417 SGO RS10500 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQH 78
NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLT.NLVEESFPQIFFLDIDIHGDNTKGIEVAKAIREK 79
NTDB id 55 SMU RS08710 WP 002262114.1 MISIFVLEDDFLQQGRLETTIAAIMKEKNWSYKELTIFGKPQQLIDAIPEKGNHQIFFLDIEIKKEEKKGLEVANQIRQH 80
NTDB id 260931 CR921 RS04805 WP 101415611.1 .MDIFVLEDDIPQQFRMERAINLVMESNNWHYRYLEISSNPDEI.IAVAGNGEHQIFFLDLEIKGEEQQGIDVAKAIREK 78
NTDB id 542 H702 RS02345 WP 039696227.1 MLDIFILEDNITQQFRIERQIETIMERNHWEYQRLEAFAASKDIIKKADGQGNHQVFFLDLEIKGDEKQGLDVARSIREK 80
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NTDB id 7 SA RS10585 WP 000688492.1 DPVGNIIFVTSHSELTYLTFVYKVAAMDFIFKDD.PAELRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYD 157
NTDB id 420 DQL23 RS10740 WP 008808031.1 NPYAIIVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLIEN..TDIVDFFEYSFRGNEIRIPFR 156
NTDB id 417 SGO RS10500 WP 008808031.1 NPYAIIVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLIEN..TDIVDFFEYSFRGNEIRIPFR 156
NTDB id 545 H702 RS02385 WP 052071091.1 SRTATIVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVFED.QGF..NIPKEIFVFENNKTKIRIPLE 156
NTDB id 55 SMU RS08710 WP 002262114.1 NPSAVIVFVTTHSEFMPLTFQYQVSALDFIDKSLNPEEFSHRIESALYYAMENSQKN..GQSEELFIFHSSETQFQVPFA 158
NTDB id 260931 CR921 RS04805 WP 101415611.1 NSTAIIVFVTTHSEFMLLTYQSLVGAIDFIDKGLNEEAFNERLFVCLKEAVKR.QEG..NFGEHSYLFHTPQAKVRVAYD 155
NTDB id 542 H702 RS02345 WP 039696227.1 DPTAIIVFVTTHSEFMLLTYQSLVGAIDFIDKNMNDEAFGGRIELCLKEALKY.QTG..SFGENSYLFETAKARIRVAYD 157
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NTDB id 7 SA RS10585 WP 000688492.1 DIMFFESSTKSHRLIAHLDNRQIEFYGNLKELSQLDDR...FFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRN 234
NTDB id 420 DQL23 RS10740 WP 008808031.1 DILYIETTGSPYKLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLR 236
NTDB id 417 SGO RS10500 WP 008808031.1 DILYIETTGSPYKLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLR 236
NTDB id 545 H702 RS02385 WP 052071091.1 DILYFETAE.SHRLKLITKTGQRHFYGSIKEVMQANQK...LFRCHKSYLINLNNIVRLDKKEGLVYFDDDKACYVSRKY 232
NTDB id 55 SMU RS08710 WP 002262114.1 EILYFETSSTAHKLCLYTYDERIEFYGSMTDIVKMDKR...LFQCHRSFIVNPANITRIDRKKRLAYFRNNKSCLISRTK 235
NTDB id 260931 CR921 RS04805 WP 101415611.1 DILFFETSPAPHRIILHTKNERTEFYATIAEVAKSDER...LFRCHRSFVVNVDNIARFDMRYKLIYFEMGETCPVARAK 232
NTDB id 542 H702 RS02345 WP 039696227.1 DILYFETSPTVHRVILHTKTGQTEFYGTIAEVAKSDKR...LLKCHRSFVINVNNVTEFDKSTRTAYFENGSYCQVSRDK 234
consensus *!***!** * *** * *** *!!****** *** ****!*!***!* !** *!** ***** * * *** *

logo

I
L
V
T
R
K
D
L
Y
K
I
L
M
Q
K
R

S
A
E
E
V
I
K

I
L
M

A
R
E
K

D
N
A
L
Q
K
K
R
S
R
K
A
K
K
EENKK

NTDB id 7 SA RS10585 WP 000688492.1 VKKI............... 238
NTDB id 420 DQL23 RS10740 WP 008808031.1 VRYLKEILKAKSKKEENKK 255
NTDB id 417 SGO RS10500 WP 008808031.1 VRYLKEILKAKSKKEENKK 255
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NTDB id 55 SMU RS08710 WP 002262114.1 LTKLRAVIADQRRAK.... 250
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