
logo MLEKLLVSAIKQKI
VSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI

VLRLEGVSYTHLSTVEQLQDLFTDERQMALDSLEKV
NTDB id 26075 HAC RS07190 WP 011578476.1 MLEKLVSAIKQKISNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGVLRLEGVSYTHLSVEQLQDLFTDRQMALDSLEKV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus !!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!

logo VAR I
LVVKRRKIDHYQQNIQASDNSQHYLQAI LNQFENKEVYENQYFLVLESTHSLHQGVLEHKKKSLMHANRENFKDI LSYKAVHFLQETL

NTDB id 26075 HAC RS07190 WP 011578476.1 VARIVVKRRKIDYQQNIQANSQHLQAILNQFENKEVYENQYFLVLESTHSLQGVLEHKKKSLMHANRENFKDILSYKVHFLQETL 170
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
consensus !!!*!!!!!!!!*!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo

K
RSLE IQLKNYAPKLLNSSKEVLNFYAEYINGFDELPLKPLVGGYLSDSYIASS IVTFEKDYF IQESFNQKI

TYNRL IG IKAYESER ITS
NTDB id 26075 HAC RS07190 WP 011578476.1 RSLEIQLKNYAPKLLNSKEVLNFYAEYINGFELPLKPLVGGYLSDSYIASSVTFEKDYFIQESFNQKIYNRLIGIKAYESERITS 255
NTDB id 1219 C694 RS00105 WP 000890508.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
consensus *!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!

logo IA IGALLYQETPLDI I FS I EPMSVHKTLSFLKERAKFSMSGNLVKNELLEYQELVKTKRLSMQKFALNI L IKAPSLEGNRLDAQTSL IV
NTDB id 26075 HAC RS07190 WP 011578476.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSGLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLGRLDAQTSLI 340
NTDB id 1219 C694 RS00105 WP 000890508.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*

logo LGLLFKENLVGVI ETFGLKGGYFSFFPECR IHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ
NTDB id 26075 HAC RS07190 WP 011578476.1 LGLLFKENLVGVIETFGLKGGYFSFFPECIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
NTDB id 1219 C694 RS00105 WP 000890508.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVGSHKNAKE IAPRVNGHTL I IGATGSGKSTL IMSFLMMSALKYQNMRLLAFDRMQGLYSFTEKFFKGHYYHDGKQSFS INPFCLEPNLQN
NTDB id 26075 HAC RS07190 WP 011578476.1 EVGHKNAKEIPRVNGHTLIIGATGSGKSTLMSFLMMSALKYQNMRLLAFDRMQGLYSFTEFFKGYYHDGKSFSINPFCLEPNLQN 510
NTDB id 1219 C694 RS00105 WP 000890508.1 EVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNLQN 510
consensus !! !!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!! !!!!!!!!!!!!!!!

logo LEFLQSFFLSMFDLATPSRDNKEALEDMNAI SSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN
NTDB id 26075 HAC RS07190 WP 011578476.1 LEFLQSFFLSMFDLTPSRNKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
NTDB id 1219 C694 RS00105 WP 000890508.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
consensus !!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AFLNVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLDEFKSYVENDLLNTKINAL ITQARKANGVVVLALQDIYQLS
NTDB id 26075 HAC RS07190 WP 011578476.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLS 680
NTDB id 1219 C694 RS00105 WP 000890508.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLS 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVKNAHSFLSNMGTL I LYPQKNARELKHNHNFNVPLSETE I SFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKI FNSDSSH
NTDB id 26075 HAC RS07190 WP 011578476.1 GVKNAHSFLSNMGTLILYPQKNARELKNHFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
NTDB id 1219 C694 RS00105 WP 000890508.1 GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VNSKVKALQKDYPKTEWREKLLKRS
NTDB id 26075 HAC RS07190 WP 011578476.1 VNKVKALQKDYPKEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 VSKVKALQKDYPTEWREKLLRS 787
consensus ! !!!!!!!!!! !!!!!!!*!
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