
logo MQRKRFVLYALFMGI FLALFLAVFSALKRADDFLEEATNEKTALPATNLNHPMQDLNAIQGSFFDNKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF
NTDB id 26064 HAC RS00240 WP 011577037.1 MQRFL...FILAFVFSALRADDFLEETNEKALTNLNHPMQDLNAIQGSFFNKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF 82
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF 85
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logo SKP I SDFVLGDKVGFDAKI LESNDHRI LL IKPLQIGVDSNI SV IDSEGKI FSFYVFSTTFTSSKHPNLQVF I EDKNYYSNAF ILKPKQ
NTDB id 26064 HAC RS00240 WP 011577037.1 SKPISDFVLGDKVGFDAKILESNDHILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFIKPK 167
NTDB id 1217 CAA10656.1 1440..2420( ) SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFLKPQ 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!
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NTDB id 26064 HAC RS00240 WP 011577037.1 KGNI.AENT...AENNNKPLKETK...ETKEEEIITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLWLCSKKSKLSLMPKEIF 245
NTDB id 1217 CAA10656.1 1440..2420( ) NKENVLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIF 255
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logo NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTR IVGDYI IAEDVSATKWTLRLGKDGYLC IRF IVKKGKRDEO
NTDB id 26064 HAC RS00240 WP 011577037.1 NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSAKWTLRLGKGYLCIRFIKKGRDE. 316
NTDB id 1217 CAA10656.1 1440..2420( ) NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRFVKKGKDE* 326
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!*!!!*!!

X non conserved

X similar

X ≥ 50% conserved


